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NTDB id 1186 GTF74 RS01320 WP 000788426.1 EKQALE.....KARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREI 310
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NTDB id 1347 HI 0435 AAC22094.1 VAGNL..........TTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKL 177
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKA 460
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKA 460
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LAATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS.SSGATSVTFKKA 469
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NTDB id 1373 NTHI RS02645 WP 011272046.1 FATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREA 319
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NTDB id 1151814 LQ983 RS04215 WP 230621762.1 VLGLEVTPHISLDKQILLDLIVSQNAPGSRVAYGLGEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSLDKVPLLGD 407
NTDB id 1347 HI 0435 AAC22094.1 VLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
NTDB id 1373 NTHI RS02645 WP 011272046.1 VLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
consensus !!*!*!!!*!* *****!!! **!* ** * * ***!*!!*!*! !!!*** !!!*!!!!*!***!****!!!!!!!*

logo

L
IPGLVLIGKHARLFRSQKRSTEQSYDEKNQRI

V
M
H
S
G
QKSRELLVI FVTPYHKVI LVRIKSAQEGKE I

T
G
L
A
E
N
A
E
LKSQNKQSAESTGAKKKNKNPGKSKTAQNTPKKTITR

NTDB id 1186 GTF74 RS01320 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ.................................... 571
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