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NTDB id 1151808 LQ983 RS00235 WP 230621209.1 NQADNIARLPKTIHTEFIVEEILHHQQYQTLTLRAKLADNQPEQRLYANWKLKQNVNIGERYVGDLRLRPISSRLNKDGF 160
NTDB id 1359 HI 0061 AAC21739.1 QQAQNITAQKQ..VVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGF 151
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NTDB id 1151808 LQ983 RS00235 WP 230621209.1 SGLHIGLAMMLGFALARLLQFTFPTHYITPTFPIFCGMILALLYSQLAGLAIPTLRAIIALALLYTIQHLRLHWTVWQLL 320
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NTDB id 1151808 LQ983 RS00235 WP 230621209.1 FLGLLYYVYKPQKPLSSTLELAKRTRLKGFHLAAERTLSFPLQKTIYGLGCGLIAFCSTTLAYHYLSHPNWQLDTLDVGQ 560
NTDB id 1359 HI 0061 AAC21739.1 FMLIIWNIYREPEISSSNWQIKR...AKFFTLNLSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQ 544
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NTDB id 1151808 LQ983 RS00235 WP 230621209.1 GLATLIVKDGKGVLYDTGSSWAGGSMAQLEILPYLQRQGIQLEWLILSHDDNDHSGGARAMLAAYPDIQLTTASQKRYGE 640
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