
logo MKPQSTLQLRLQSQHQLATLTPQLQQAS IRLLQLSTI
LELVNQQEVAEQRALLDTDENPLLEREDNEDWALDMQTPSAYARHIGADADAGSTVANALVDQNSSTSATEPLVKPDTE

NTDB id 1151590 MKZ32 RS15100 WP 239798023.1 MKPTLQLRQSQQLTLTPQLQQAIRLLQLSTLEVNQEVARLLDDNPLLEREDEDAMQPYAHGDAASTAAVDNT...EVKDE 77
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!**!!!! !!*! !!!!!!! !!!!!!!!*!**!!! ! *!!!!!!! ! * *! *! !* ******* !

logo
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SDEYEGTWEVKRESDWNSELDSDSFASARAKPSGQPSDDEDEDKERAPRAMEQLVARAEADETPSTLQREFHL IMEWQLANMPLSKQHLDSPVR

NTDB id 1151590 MKZ32 RS15100 WP 239798023.1 ......................MPQQADEEWVKEDWNESSFSAASGPDDEKEARAEVAADTPSLREHLIWQLNMSQHDVR 135
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus ********************** * ! * !! ! * *!** !* * !* !!*!* !! * * *!
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NTDB id 1151590 MKZ32 RS15100 WP 239798023.1 DRKIISLLIDALDGNGYLAQPLEEIVEMLPEQLDITLDDLETALVQLQHLDQPGIAARTLSECLALQLKALPEDTPCRDL 215
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRL..DSPAKPL 238
consensus !* ** !!* !! !!! *!*!!* !! !** !!*! !! !!* !**!!*!!* !!! !!! !**!*!***!

logo ALRTI
LVNSQHYLENLLAGAHRDFYATKRLKKAVLRSCVDDDGAELKRATAVHQESL IRTHSLAQPFRPGAHAEFEGQRARAEADFYVVPDVVVERFKRTAHAGGNWHMAVQRLNPQDGAVMP

NTDB id 1151590 MKZ32 RS15100 WP 239798023.1 ALRLVSQYLNLLGAHDFAKLKKVLRCDDDALRTVQSLITHLQPRPGAEFEQRAADYVVPDVVVEFRHGNWHVRLNQGAMP 295
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus !! *! !*! !!*!*!* *!!! ! *!! !* * !! *! ! !!* ! !!*!!!!!!! ** !* !!* !!

logo RLR I
VNDQMYANQI LQRQSGSNRGEKSGNAVAQNQLAQGQKQLQEARWFL IKNI

LQQRFDTI LRVSQATIVDERQKRNSFFETHGDE I
TAMCRPLVLRE IADEQTLDG

NTDB id 1151590 MKZ32 RS15100 WP 239798023.1 RLRVNQMYANILQQGN.EKNVQQLAGQLQEARWFIKNLQQRFDTILRVSQTIVDRQRNFFEHGDTAMCPLVLREIAEQLD 374
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!!*! !!!*!! *! *! !!!!!! !!!*!!!!!!!!!!!! !!*!!* !! !!* !!*!!!!!!!!* !
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NTDB id 1151590 MKZ32 RS15100 WP 239798023.1 LHESTISRVTTQKFMLTPRGIYELKYFFCSGIATESGGTCSSTAIRALIKQLVNQEDARHPLTDSRMSGILAQQGILVAR 454
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!!!!!!!*!*! !! ! *!!!!!!*!** !!*!! *!!!!!!!!!!!!! !!***!!*!!!* *!* !! *!!!

logo RTVAKYREALLKNI LPAPVNLRKSL
NTDB id 1151590 MKZ32 RS15100 WP 239798023.1 RTVAKYRELLNILPVNLRKSL 475
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!! ! !**!!!!!!!
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