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NTDB id 1169 A1552VC RS11075 WP 000648511.1  ..... MKATQTLP KN RMK[EMN S N{¢ L 73
NTDB id 1402 DSB67 RS12670 WP 010643257.1  ...... MKTIIN KNMRMK[EMNS S Q F 72
NTDB id 1112 NGFG RS09215 WP 003689811.1 MAKNGGFSLFJ\ KKEKRI TRVETS. . ... F 75
NTDB id 1113 AAA85695.1 219..1451( ) MAKNGGFSLFIMKKEKRAT TRVETS. . . .. F 75
NTDB id 1151576 MKZ32 RS01240 WP 239795601.1 ....MAAEKPKKKEIQGR . LENINMT SIS HSH]. . . . . F 70
NTDB id 1252 GC085 RS07730 WP 011213805.1  ...... MDKNIPP.LTH F 72
NTDB id 1198 PSJM300 03950 AFN76868.1 ...... MAQKIAIKNSVIZT . F 71
NTDB id 1016 ACIAD RS01680 WP 004920476.1  ..... MAAKKTQVMP VigA . VTIRACRERI TR TISRE KIRK N FEGLLK KPLpaS F T4
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ..... MAVKKQM PTIgA . VTN THMR NISREKRK NILEGLF KRN T L DA NSNS T4
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 TRQLATM S F 153
NTDB id 1402 DSB67 RS12670 WP 010643257.1 TRQ ATM 152
NTDB id 1112 NGFG RS09215 WP 003689811.1 TRQL TM KAG PL QAF 155
NTDB id 1113 AAA85695.1 219..1451( ) TRQL TM JAG PL QAF 155
NTDB id 1151576 MKZ32 RS01240 WP 239795601.1 TRQLAM K GVPL Q F 150
NTDB id 1252 GC085 RS07730 WP 011213805.1 RQLATM E G PLVQAF I I 152
NTDB id 1198 PSJM300 03950 AFN76868.1 TRQ ATM KAGVPL Q F 151
NTDB id 1016 ACIAD RS01680 WP 004920476.1 TRQLATM KAGVPLVQAF 154
NTDB id 1059 ABD1 RS01610 WP 000279215.1 TRQLATM KAGVPLVQ F Q 154
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 RLATY EK Q 233
NTDB id 1402 DSB67 RS12670 WP 010643257.1 RLATY EK INCFGADLPAFTQ V 232
NTDB id 1112 NGFG RS09215 WP 003689811.1 LANYKEK T 235
NTDB id 1113 AAA85695.1 219..1451( ) LANMYKEK INMUIGA LPAIRT Qv 235
NTDB id 1151576 MKZ32 RS01240 WP 239795601.1 RLATYE]EK SRIFGADLPAIZT 230
NTDB id 1252 GC0O85 RSO07730 WP 011213805.1 ATYKEKHEM KIGKIKKALJYP IqEEFGADLPANIT 232
NTDB id 1198 PSJM300 03950 AFN76868.1 INUFGA LPAFTIR V 231
NTDB id 1016 ACIAD RS01680 WP 004920476.1 IRIFGADLPAFTQ V 234
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ISIFGADLPAFTQ V 234
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 AT RTLAT FAAG P 313
NTDB id 1402 DSB67 RS12670 WP 010643257.1 A RTLAT F AG P 312
NTDB id 1112 NGFG RS09215 WP 003689811.1 IRFAAGVPLVDWLBISTAGARGN 315
NTDB id 1113 AAA85695.1 219..1451( ) IFEAAGVPLVDELBSTAGAEGN 315
NTDB id 1151576 MKZ32 RS01240 WP 239795601.1 RTLAT FAAGVPLV ALNS\YAGAEGN 310
NTDB id 1252 GC085 RS07730 WP 011213805.1 J\RTL B{ FAAG PLV ALISGSWYAGA GN 312
NTDB id 1198 PSJM300 03950 AFN76868.1 IARTL T FAAGVPLVDALPBS\AGA GN 311
NTDB id 1016 ACIAD RS01680 WP 004920476.1 RTLAT FAAGVPL DALINSTAGA 314
NTDB id 1059 ABD1 RS01610 WP 000279215.1 RTLAT FAAGVPL DALIXSTAGA 314
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