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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1151542 LG374 RS09995 WP 225757553.1 ..MAGVNKVIIIGNLGNDPDMRYMPSGEAVANLSIATSETWTDRNTGEKREKTEWHRVVAFRKLAEIIGQYCKKGSKIYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP...................YEEGYGQSQEAYQRPA 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP...................YDEGYGQSQEAYQRPA 133
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM...........PAQGGMNVPAQQGSWGQPQQPA.... 145
NTDB id 1151542 LG374 RS09995 WP 225757553.1 EGKLQTRKWTDQSGQNRYTTEIIAD....EMQMLDSRGSGGGDWGNNQGQDYGNRGQGGYNNANRGGGYGNQGDDYGYND 154
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSG.GDFGGNQGSGWNQA........PAQTNYNQGGYSDNYAQ 145
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NTDB id 1103 NMB RS07590 WP 002212976.1 Q......QSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 Q......QSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .......KQHQPMQ.QSAPQQ....YS...QPQYNEPPMDFDDDIPF 177
NTDB id 1151542 LG374 RS09995 WP 225757553.1 YGNSGGGNQRNSMPNKPVPPQ....NDNGGFGGPTLDQDTFDDDIPF 197
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATRPQ.....PAQ....KP...AAQAEPPMDNFDDDIPF 180
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