
logo MNSKNI IAPFREQECI FDHQINAQI
LLEKSNQKAFL I FLLWGKSGSGKSVLLQRLAKLKYHYNEVDF ITNE I

NFKTDEQKSDFFLKEKHI EHF IL IQDSKQGKQRKS IL I I LD
NTDB id 1151268 P3C57 RS01545 WP 002779314.1 MNNIIAFRQECFDQINALLK.NKALILLWGKSGSGKSVLLQRLALYHNEDFTNEIFTDEKDF...HHFIQDKKRKIIILD 76
NTDB id 1230 CJJ81176 RS07060 WP 011812801.1 MSKIIPFREEIFHQINQILESQKAFIFLWGKSGSGKSVLLQRLAKKYNVDFINENFKDQSFLKEKIEFLISQGQSLIILD 80
consensus ! !!*!! !*!*!!! *! **!! ! !!!!!!!!!!!!!!!!! *! !! !! ! ! *****!* *!!!!
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NTDB id 1151268 P3C57 RS01545 WP 002779314.1 EVGMYSPNVLELIRIYSDEMSFVLSSHKKINLFEEEYFKSRFSAIFWLQKPDINELSNYIKMKFNQDFPQKSLKFLMKIY 156
NTDB id 1230 CJJ81176 RS07060 WP 011812801.1 EVGMYDYAMLESIRIYSDSISFVLSSHKKLNMLKKEHFKSRLSACFKLKNISLLELDDYIKLKFGMNFSNKCLKFLQKIS 160
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logo QGNLRYI
LDKI

TLKQSFCYE I
LNSTFYFLDNKNKNKSQDEYI LKRLSALENQGFLLKR

NTDB id 1151268 P3C57 RS01545 WP 002779314.1 QGNLRYLDKILQSFCELNTYLNNKKSQDYILRLSALEQGFLK 198
NTDB id 1230 CJJ81176 RS07060 WP 011812801.1 QGNLRYIDKTLKSFYEINSFFDKNKSQEYILKLSALENGLLR 202
consensus !!!!!!*!! ! !!*!*!** !!!*!!!*!!!!!*! !*
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