logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625
1313
1245
1214
1211
1334

1150993 KOD61 RS08345 WP 215218254.1

1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KWw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG
IM LG

IEKWNFGKG IM LGEESEaIR
IEKSFGKGRAIM  pIIe[ A3
TEKEIFGKGINTM  pYel]a[niNa)
IEKSFGKGINIM  DISIa[A I
IEKWFGKG IM G
IEKWNFGKG IMRLG
IEKWNFGKG IMRLG
IEKWNFGKIy MRLG
IEKWFGKY MRLG

skk o bk D] koskk

,U_
WH
>

S
S
S
S
S
S
S
S
S
P|
S
S
S
S
G
S
S
S
S
S
S
S
S
S
S

e

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL LD
GSL LD
GSLELD
GS LD
GSL LD
GSL LD
GSL LD
GSLELD
GSL
GSL
GSL
GSL
GSL
GSLELD
GSLELD
GSLELD
GSLELD
GSL LD

NIRRT

L

|

VN

Y
L

(]




logo

VY
|

d

L0 AT RN o e L)

AD%LVBS Al

¢

NTDB id 600 KWw2 RS01765 WP 011675413.1 I EIYGPESSGKTT )T 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANRAQKIAGGINNAFIDAEHALDPI\YARWALGVN DELL SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANERAQKINGGINNAF IDAEHALDPI\YYAEWALGVN DELL SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARFNQKPIGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL QPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMMLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRUQK[NGGIWNA IDAERA DPICYAWWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ANENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALET} 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AIMSOKENGGUAMAF IDAEHALDAASY AJSQYL GV NgYD Ll SQPDIYGEQALEIY 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy SQPD GEQALEI)® 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMQOKINGGUIMAF IDAEHALDE:I Y AISHL.GV Y L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQKYJGGIWNAF IDAEHARGDIgNEY ABSLG N EL SQPDRJGEQALEI[N 148
NTDB id 1150993 KOD61 RS08345 WP 215218254.1 EIYGPESSGKTT ANEQKINGGUNIAFIDAEHALDPMYAJSSLGVN D LL SQPD GEQALEIL 139
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANAQK{NFENYAF IDAEHALDP|YY ARBILGVNIDELL SQPDJGEQALEIfe 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHARDPWNYABRISLGVIS ELM GEQALEI[® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPWYARMISLGVI ELM GEQALEI(e 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIJDPNIYABISLGVIS EL)Y GEQALEI[® 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDEYY ADISLGV]Y [§ LL GEQALETIR 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

I EI GPESSGKTT GEQALEIS 139
I EI GPESSGKTT GEQALEI[® 139
I EIYGPESSGKTT WeAFIDAEHALDPWYAISSLGV DRJLL SQPDEIGEQALEI/ 139
I EIYGPESSGKTT WeAFIDAEHALDPNYAIRNLGV DRLL SQPDRIGEQALEIJA 139
I EIYGPESSGKTT SQPD GEQALEIp 139
Fr ko DUTERDID R T skl Do ok T DUExbobe DL Thskksmrloork b LEe D Dxbal % vk lakr | x




DMLl

50 O SOt FIURRL . VTR

NTDB id 600 KW2 RS01765 WP 011675413.1 G WIGDSEJVGLQAR 232
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR .. 231
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR .. 231
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR - 231
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR .. 231
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR .. 231
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR .. 231
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR .. 231
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR - 231
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR .. 216
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR .. 218
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR .. 230
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[MHVGLQAR . 218
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR . 220
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR HES . 220
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 226
NTDB id 1150993 KOD61 RS08345 WP 215218254.1 G MGD[BJGLQAR 219
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR .. 234
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR .. 218
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALP MGD [WJGLQAR .. 226
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR |9 .. 217
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR |¥ .. 217
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALP MGDSH GLQAR .. 217
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALP MGDSH GLQAR .. 217

NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWYP MGD HVGLQAR .. 217
consensus NN N N Y NN oy N ey i oy oy oy oy i el ey Y R TTxl 1L TT1L]



logo A | N V\/ | S A D
SSVRLDVR LSk, BB kLl REoetl Bl e LR ARDI s

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 311
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 228 SPD RS09265 WP 001085462.1 HGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 194 SPR RS08825 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 159 SP RS09750 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 408 SMU RS09530 WP 002262392.1 HGNTQIKGTG. KVVKNKVAPPF IRYGEGIS K 310
NTDB id 453 Spy49 1753c ACI62003.1 IIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. .. .. KVVKNKVAPPF IMYGEGIS D 291
NTDB id 625 LCA RS02525 WP 011374196.1 ISRAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 293
NTDB id 1313 DR RS12030 WP 010888966.1 R PTKVGNDA KIVKNKVARPF G 306
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 293
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH I\KVVKNKVAPPF IM GEGIS DY 295
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH MKVVKNKVAPPF IM GEGIS DY 295
NTDB id 1334 RAOC RS04870 WP 004918236.1 IR SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 306
NTDB id 1150993 KOD61 RS08345 WP 215218254.1 BRTIGA. ... I.KKGBEI KVVKNK APPF IRYG GIS D 294
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 309
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF D 293
NTDB id 1124 NGFG RS03960 WP 003688695.1 TGS . ...I.KKGEEV KV KNKVAPPF D 293
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D 293
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 301
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF D 292
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK AEPF D 292
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 292
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 292
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 292

consensus kD skskok |k * ok Ea I N R B S ke Dk |k * % * kokk 1D okokkk



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625
1313
1245
1214
1211
1334

1150993 KOD61 RS08345 WP 215218254.1

1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

IDGEEIAE. ..

MAATIRAGNAGEAPALAPAP

NEEI..MPLPDEP.

QNSMEMEGMI . .SGSEDDE.
S
SNEEI..MPLPDEP.

WEKFVPAEAR. .PGED. .
INTLESNPNS. .VLKATAS
JALNEMIEMHI . . TEGTQDE
ALNEMEMHI . . TEGTQDE
ALNEMEMHI . . TEGTQDE
NEHLEMTPMG . . AVTLA.E
WEMLLNPENM. . QLIAETS
WEMLLNPENM. . QLIAETS
WEQLLTKASD. .QTAA.HD

IEEDNTEEKQSSK.
LEESEEESAMAVA .
DNNGVVQQQAEET.
SDVPEEDLPTTED.

EveF e eEnethE e, smsera YEEEV. LDLODELE
LDDSEVAETEEET.
IDGEEVSEQDTEN.
IDGEEVSEQDTEN.
IDGEEVSEQDTEN.
IDGEEVSEQDTEN.
IDGEEAAE....S.
.S.

TASKTKAKAKKEEKAVETEEIELELED. . .
. .PKKEEA. .VNEEVPLDLGDELE

. .PKKEEA..VNEEVPLDLGDELE

. .PKKEEA. .VNEEVPLDLGDELE
.PKKEEA . .VNEEVPLDLGDELE
VAQVDS..VNEEVTLDLGDELE

AAQVDS. .VNEEVTLDLGDELE

....... ETDEK..ADKNLVLELDDTIE
....... E.......TDDLALDLDNGIE
QEEL.EFE.E........oivninen ..
E.QI.NILPDDST..... EE..........
AAPEAAEA . oo
GEE. ... ...
LEBME. ...
LEBME . .
CDDRBEADA . . o oo
DSNBESDVEE. . . ... FSEEEL.........
TDGER............ PEE...........
TDGER............ PEE...........
TDGER............ PEE...........
EVERB. . ...
SAAPBVEFGA. . . ... VPEEF..........
SAAPBVEFGA. . . ... VPEEF..........
ETEBEPDLL. ....... ES. ...
EDEBEPDLL. ....... LES...........

IMEQLLTTGTN. .GAVQ.TI.

* %

JAKLLEITSAN. . TKATPVAEDLA

*

387
383
383
383
383
379
379
380
375
348
355
363
343
347
347
343
346
372
348
348
348
352
354
354
349
349
347



logo

IELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 ..... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEIEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEIEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEIEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 LED.. 383
NTDB id 453 Spy49 1753c ACI62003.1 IED.. 378
NTDB id 115 BSU 16940 NP 389576.2 ..... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ..... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ..... 363
NTDB id 1245 Cj1673c YP 002345041.1 ..... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 ..... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 ..... 343
NTDB id 1150993 KOD61 RS08345 WP 215218254.1 ..... 346
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ..... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 ... .. 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1  ..... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ..... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1  ..... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ..... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ..... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ..... 347
consensus

X non conserved
B similar
il >50% conserved



