
logo MF
LLDFLFLFLPNRCLHKCNLTI I SKSDE I

LVCHWAVCFKPSHQIKNFSTHYFNDNFGYEGEKGNDPFLKYQKRCVKVLKLFPVKNKNAFYASLVMEKFYEQEKEKAELSQDKI IHAQLKYHR
NTDB id 1150803 KKQ76 RS08440 WP 213196743.1 MLLDLLFPNRCLHCNTIISKDELVCHVCFPQIKFSHFNFYEENPLKQRCKLLFPVKNAYAVMEFQEEALSQKIIHQLKYR 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus ! !! !!!!!*!! !!! !!*!!* ! **! !** ! * !** ! !!! !* *! * !!! !!! !!!*
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VPLHPKKLQKREKRGYNQLHI
LFATDKTLSKQLNQWER IPHYHSHKEYALLKRNFSYQSKAPQALQKDQKLS

NTDB id 1150803 KKQ76 RS08440 WP 213196743.1 SQEKVGKIMAEWTLERIYLSE.KPDVLITVPLHPKKLKKRGYNQLHIFADTLSKNWEIPHHKEALKRNSYQKAQAQKDKS 159
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !*!!!**!*! ! * !!** *!*! *!!!!!! * !!!!!!!*! !!! !!*** !!!! ! !*!! ! !

logo

D
HRAEEKMTKQNYDI FSLVDTEEKI ESGKHI

VLL IDDVFYTTGNTI
MSAKAIAVWE I

LLKGNNPGRNEQVSVLVLMAFIDEV
NTDB id 1150803 KKQ76 RS08440 WP 213196743.1 HRAETKYDFSLTEEISGKHVLLIDDVFTTGNTISAIAWEILKNPRNEVSVLVMAFDV 216
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! !!* ! ! !!!*!!!!!!*!!!!!*! !!*!! * ! !!!!!*! !
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X ≥ 50% conserved


