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NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
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NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPL.I....VFANPKTDN 29
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGKGQV 109
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGKGQV 109
NTDB id 115070 X874 RS03165 WP 025247435.1 DTISLAVKNAPTSLLLTYLAEETGKNIVLDDDIQTKSTLRLENKSINEIFKTLSKVNKLSFTQEADIVYISKKEEKSADL 97
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQHT 97
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 .......KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIRE 309
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .......KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIRE 309
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .......KQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIRE 310
NTDB id 1347 HI 0435 AAC22094.1 ............AGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKK 176
NTDB id 1373 NTHI RS02645 WP 011272046.1 ............AGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKK 176
NTDB id 115070 X874 RS03165 WP 025247435.1 NSVSIAHLQNNIQNPPLVTSPKLITKTIKLNYAKASEVIESLT.KGSGTFLSENGYIHFDERSNSLIIKDSAKSLQNIER 176
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 IIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKGLLAD........DEFPVDEFLNV 380
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKGLLAD........DEFPVDEFLNV 380
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSHT.VGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNV 389
NTDB id 1347 HI 0435 AAC22094.1 LIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNV 239
NTDB id 1373 NTHI RS02645 WP 011272046.1 LIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNV 239
NTDB id 115070 X874 RS03165 WP 025247435.1 LVKQLDQPTEQIAIEARIVTISSEHLQELGVRWGMFSRGTDHYKFGGRLEGN.................GLSNVANNLNV 239
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LIESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLT..TNNLNV 225
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 NLASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSS.SGASTVAFKK 459
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NTDB id 1408 DSB67 RS13980 WP 010643500.1 NLAATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSS.SGATSVTFKK 468
NTDB id 1347 HI 0435 AAC22094.1 NFATTTTPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFRE 318
NTDB id 1373 NTHI RS02645 WP 011272046.1 NFATTTTPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFRE 318
NTDB id 115070 X874 RS03165 WP 025247435.1 NFPV..ANGASAVLQVASINS.RVLDLELSALEQENSVEIIASPRLLTTNKKPASIKQGTEIPYVMYNTKSEATDVEFKE 316
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NFPV..NPSASVALQIAAINS.RVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFRE 302
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NTDB id 1408 DSB67 RS13980 WP 010643500.1 AVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLG 548
NTDB id 1347 HI 0435 AAC22094.1 AVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLG 398
NTDB id 1373 NTHI RS02645 WP 011272046.1 AVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLG 398
NTDB id 115070 X874 RS03165 WP 025247435.1 AVLGLEVVPHLSTQNQILLDLIVTQNSPNTQS..GSSGLITIDKQELNTQVFAKHGETIVLGGIFQHLTQKGEDKVPILG 394
NTDB id 1381 A4U84 RS02010 WP 021113424.1 AVLGLEVTPHISKQNQILLDLAISQNSPNNQI..N.NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLG 379
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NTDB id 1373 NTHI RS02645 WP 011272046.1 DIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK 445
NTDB id 115070 X874 RS03165 WP 025247435.1 SIPFIKRLFSQTRDKISKRELVIFVTPYILQSNEKVRGMKKSK.... 437
NTDB id 1381 A4U84 RS02010 WP 021113424.1 SIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIGAEKQK...... 420
consensus **!****!!*** *** !*!!*!!!!! **

X non conserved

X similar

X ≥ 50% conserved


