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NTDB id 124 BSU 16930 NP 389575.2 BUNIYCKAEITAVG E LIMGQIBNTNAQF SJQLAEIGV V BITAVGDN)SIRLIQN RIIAIXY RSy Ily GGLGPT 76
NTDB id 1150609 KJA80 RS05205 WP 002415624.1 MLLEKGKSMKAEIIAVGTE LIGQ VNTNARFLSEIMLAM G DVY QT[jVGDN[E&RLIN LLyy3AIRQRSPHL 80
NTDB id 462 GPW51 RS00385 WP 012774894.1 ........ MKAE TAVGTEILTGQI NTNAQFLSEK@AE G DVYF.TAVGDNEGRLLSELE ASKRSN 72
NTDB id 412 SMU RS09535 WP 002262393.1 ........ MK EITAVGTEILTGQIVNTN QFLSEK|JAE G DVYFQTAVGDNERRLLS LEJTAR RSPL 72
NTDB id 170 SP RS09755 WP 000642718.1 ........ 72
NTDB id 239 SPD RS09270 WP 000642701.1 ........ 72
NTDB id 280 KZH43 RS08670 WP 000642700.1 ........ 72
NTDB id 205 SPR RS08830 WP 000642700.1  ........ 72
NTDB id 538 SMSK321 RS11060 WP 000642686.1  ........ 72
NTDB id 510 SM12261 RS08320 WP 000642690.1  ........ 72
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NTDB id 170 SP RS09755 WP 000642718.1 152
NTDB id 239 SPD RS09270 WP 000642701.1 152
NTDB id 280 KZH43 RS08670 WP 000642700.1 152
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NTDB id 538 SMSK321 RS11060 WP 000642686.1 152
NTDB id 510 SM12261 RS08320 WP 000642690.1 152
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NTDB id 462 GPW51 RS00385 WP 012774894.1 PPSELKAMIZEIFSL. L PJAL TN, 229
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NTDB id 538 SMSK321 RS11060 WP 000642686.1 NTGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEE 228
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