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NTDB id 1150606 KJA80 RS04570 WP 002385251.1 .MHLLGGYFMQRKDVTPNSDKKSLLQKFG...IGLAGGLLGGALILGGAYSGIIPTPNGGNNAATTTSTNHGDTKVSNVS 76
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPF............LKWFIPFLVIFLTFILGVISTL...TFN...WITGNKS......FSNNGK..TTVSNVI 54
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFF............KKTLQVFIVLLVGFIGGVAGTW...GFS...YFSTPHS......ATNNNQKTATTVTTS 55
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFY............KKGFQLLVVIVISFFSGALGSF...SIN...QLTQKST......EST.SNNNSTITQTA 54
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFY............KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTA 54
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFY............KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTA 54
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFY............KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTA 54
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFY............KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTA 54
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logo YDNKTVNKSESNDNSVTTEKQAVDKNNKVQKNDSTAVVSVINTMYQSEKSAASTNDNSRSNQDSNAYS ISYVANFDYDPSFGGLFGGNEGSTQQDGESNKNSDGNDKNSTGNSDEGNTENDDGNSDLQEGQRAVIYASGSEGSGVIYRKKDNKGDDKSTYEAYVLIVT
NTDB id 1150606 KJA80 RS04570 WP 002385251.1 YNVSSDVTKAVKKVQNSVVSVINMQSASNNSSADDPFGGLFGGNEGTQDSSGNNGNDLEAASEGSGVIYKKDGKTAYVVT 156
NTDB id 381 SMU RS09890 WP 002262650.1 YDTKSNTTKAVKNVKNTVVSVINYQKTDNSYYNYDS.........GS.QEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVT 124
NTDB id 425 SGO RS10525 WP 012131081.1 YKNSNSTTEAVDKVKDAVVSVITYSESNSDAIF...............DNNNSGNENDQVASEGSGVIYRKDKDYAYLVT 120
NTDB id 539 SM12261 RS09395 WP 000681587.1 YKNENSTTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVT 119
NTDB id 256 KZH43 RS10270 WP 000681597.1 YKNENSTTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVT 119
NTDB id 215 SPD RS10945 WP 000681597.1 YKNENSTTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVT 119
NTDB id 181 SPR RS10425 WP 000681597.1 YKNENSTTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVT 119
NTDB id 145 SP RS11450 WP 000681597.1 YKNENSTTQAVNKVKDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVT 119
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NTDB id 1150606 KJA80 RS04570 WP 002385251.1 NNHVVDKAQGLEVVLSDGTKVKGELVGTDAYTDLAVIKISSDKVDQVAEFGNSSKITVGEPAIAIGSPLGSDYANSVTQG 236
NTDB id 381 SMU RS09890 WP 002262650.1 NNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEG 204
NTDB id 425 SGO RS10525 WP 012131081.1 NTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQG 200
NTDB id 539 SM12261 RS09395 WP 000681587.1 NNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQG 199
NTDB id 256 KZH43 RS10270 WP 000681597.1 NNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQG 199
NTDB id 215 SPD RS10945 WP 000681597.1 NNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQG 199
NTDB id 181 SPR RS10425 WP 000681597.1 NNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQG 199
NTDB id 145 SP RS11450 WP 000681597.1 NNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQG 199
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NTDB id 1150606 KJA80 RS04570 WP 002385251.1 IISSVNRNITNKNESGETININAIQTDAAINPGNSGGPLINIEGQVIGINSVKIVQST...SQVSVEGMGFAIPSNDVVN 313
NTDB id 381 SMU RS09890 WP 002262650.1 IVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVS 284
NTDB id 425 SGO RS10525 WP 012131081.1 IVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVN 278
NTDB id 539 SM12261 RS09395 WP 000681587.1 IVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAIN 275
NTDB id 256 KZH43 RS10270 WP 000681597.1 IVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAIN 275
NTDB id 215 SPD RS10945 WP 000681597.1 IVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAIN 275
NTDB id 181 SPR RS10425 WP 000681597.1 IVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAIN 275
NTDB id 145 SP RS11450 WP 000681597.1 IVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAIN 275
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NTDB id 1150606 KJA80 RS04570 WP 002385251.1 IINQLEKDGKVTRPALGITMSDLTGISSQQQEQILKIPASVKTGVVVRGVEAATPAEKAGLEKYDVITKVDGQDVSSTTD 393
NTDB id 381 SMU RS09890 WP 002262650.1 IINQLEENGEVVRPALGISMANLSEASTSG.RDTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISD 362
NTDB id 425 SGO RS10525 WP 012131081.1 IIEQLEKNGKVIRPALGIQMVNLSSLSSSS.SDRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASD 356
NTDB id 539 SM12261 RS09395 WP 000681587.1 IIEQLEKNGKVTRPALGIQMVNLSNINTSD.IRRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTD 353
NTDB id 256 KZH43 RS10270 WP 000681597.1 IIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTD 353
NTDB id 215 SPD RS10945 WP 000681597.1 IIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTD 353
NTDB id 181 SPR RS10425 WP 000681597.1 IIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTD 353
NTDB id 145 SP RS11450 WP 000681597.1 IIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTD 353
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NTDB id 1150606 KJA80 RS04570 WP 002385251.1 LQSALYKKKVGDKMEVTYYRGSKEMKATIDLTIDKSALTQQNNRSNQ 440
NTDB id 381 SMU RS09890 WP 002262650.1 LQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH....... 402
NTDB id 425 SGO RS10525 WP 012131081.1 IQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE...... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 LQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES....... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 LQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES....... 393
NTDB id 215 SPD RS10945 WP 000681597.1 LQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES....... 393
NTDB id 181 SPR RS10425 WP 000681597.1 LQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES....... 393
NTDB id 145 SP RS11450 WP 000681597.1 LQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES....... 393
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