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NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIV.TLFLSLCLPTLPLLANA.....EETAPAAQ......VEEGIVITVNINTASAEELATLLKGIGLKKAQAIV 68
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIV.TLFLSLCLPTLPLLANA.....EETAPAAQ......VEEGIVITVNINTASAEELATLLKGIGLKKAQAIV 68
NTDB id 1362 HI 1008 AAC22669.1 MKTL..FTSVVLCGA.LVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIV 77
NTDB id 115014 X781 RS01730 WP 025235270.1 MKIIKALSLSLLLGL..SSYSLAQTAETAKVAETVPAQEVEQTTTQIQTSTNTVNINTATAAEIQDKLVGIGAKKAQAIV 78
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFGL..FSATTFAEEKVTTSTEHTPV.VMQQVAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIV 77
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NTDB id 1159 ABDM36 RS04765 WP 001166105.1 DYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 DYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1362 HI 1008 AAC22669.1 QYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 115014 X781 RS01730 WP 025235270.1 DYRTKNGNFKSVEQLTEVSGIGQATLEKNRANIVLE 114
NTDB id 1382 A4U84 RS07375 WP 062924234.1 EYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
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