
logo

MTPM
Q
K
M
N

N
D
M
A
D
I
N
Q
T

H
I
N
Y
D

Q
T
L
Q
T
A
Y

K
N
P
T
A

W
LLKRALCMNSLCFRQLMTVKPGRKQFILGPSAGKRQVGKRTMVIDLNSGHRKI

L
Q
L
A
K
S
K
N
T
E
D
I
R
V

L
W
D
T

L
F
P
D
G
N
S
A

L
N
E
Q

I
N
F
L

Q
V
C
L

D
M
N
S
Q

F
Y
S
T
D
D
P
T
K
E
K
L
T
V

A
Q
F
W
L
L
Q
R
S
K

A
L
S
Q
C
L
V
M
D
GLWEGKTNPAEAEIRKGQI

L
P
R
V
Q
A
F
S
R
L
W
L
T
F
A
K
S
T
N

P
Q
A
D
T
V
E

D
H
I
K
A

N
K
NFDPDEQ

F
W

A
V
I
K
D
E
A
P
T
Q
D
S
A
CLNVQTWLRSVAAQES

NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYDDVAFRQMGWGAIQIRRWFKPEAK.....FIEPALVWSQ 71
NTDB id 115013 X781 RS00945 WP 025235133.1 .....MAYQYNLLRLLQVPQFGAQRIGRLLSEVDFAQFCDYDKLQLKQMGWNEKQIQRWFNPDKN.....WIEQSLTWAE 70
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFCQYDKTALKQMGWNERQIQRWFNPEHK.....WIDQALQWAE 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQK.RWPDLNLMF...QLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWLS 71
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYSTEQLQLLGLTAKQLQAW.SQVDK.....EVDACLTWVA 74
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFTPKQWLACGLKPEQLVFLTTQAAK.....QAEQCLQWRS 72
consensus * *! ! ** *!* * **** * ** ** ** * * *** ! !

logo

K
S
A
Q

A
S
D
N
S
E
G
H
Q
N
N
R
H
Q

Q
R
Y
H
L
I
I
V
L
N
T
P
W
Y
L
A
D
H
F
C
S
D
A
E
P
D
F
S
Y
LYPAPRFLLRKEQTINVASADSTFSAPPFP I

V
LLYFAIVERKGAIENAWLVTSECSAVLHPSTDLQRPASQLMVIAMIVGSRYDNCYATSHPTVTDYGLNREEHQYHINWTAKGRATHQFSAAERSTDQE I

L
A
T
S
V

K
L
R
Q
A
S
H
D
N
Q
G
F
V
L
I
S
T
V
A

I
V
V
TSGLAI

LG
NTDB id 1361 HI 0985 AAC22646.1 K.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLALG 150
NTDB id 115013 X781 RS00945 WP 025235133.1 Q.ENQRIITLFDESYPFLLRQISTAPPLLYIRGAVESLTLPQIAIVGSRDYSPYGEYWAGQFAEQLTQHNLAITSGLAIG 149
NTDB id 1388 A4U84 RS04945 WP 062924099.1 Q.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAIG 149
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALG 151
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLALG 154
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLALG 152
consensus ** *** !! !!*** * !**!***! * ** ***!*!!!! * ! ** !* ** * * **!!!!*!

logo IDAGYFHCAHKLDQAKRGCVAAVLLQENEGIQANGQGI
K
QTVIAVLGTSGI

L
A
N
D
E

C
Q
I
VYPKRSAKQRHLRKQRGKLSAAQERQVIATIVADELNTGQSNGLALLVSEFAFLPRSLPDHKSNASTQAKPPKMRIAADGEHNFPLRRNR I I SGLSVLCGI

V
T
V
LVI

VEA
NTDB id 1361 HI 0985 AAC22646.1 IDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVEA 230
NTDB id 115013 X781 RS00945 WP 025235133.1 IDGFAHKKVVEQQGITIAVLGSGLNQVYPARHKKLAEQIVDLGGALVSEFSPNQPPMAENFPRRNRIISGLSLGTLVIEA 229
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIEA 229
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEA 230
NTDB id 1399 DSB67 RS15600 WP 010645755.1 IDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVEA 233
NTDB id 1152 A1552VC RS00200 WP 000654772.1 IDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVEA 231
consensus !!* *! * * *! !*!!!!*!****!! *! *!****** *!*!*!!! * *!*!**!!*!!!!!!!!!** *!*!!

logo

A
T
V
I
E
N
KSGSL ITARMYAALEQNGRDEVLFVAI

V
LPANGANSVI FHNQANAKPALNSYASERSQGGSCNHRYKQLLIRQKNEQGAKMCLLVTQETSNATVEKAQEQDVIHLDNQETAE I

L
A
Q
S
Y
K

H
I
N
Q
S
W

A
E
H
L
Q

H
R
S
Y
L

D
H
I
T
Q

H
P
Q
S
W

Q
V
S
H
I
L
Q

I
N
S
T

Q
S
E
ID
LF IDKQI

P
A
Q
S
F
V
L
F
S
T
P
D
N
V

S
T
Y

T
K
S
P
K
L

NTDB id 1361 HI 0985 AAC22646.1 TEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHSIHSQTEIDFDQIAVPNYTP. 309
NTDB id 115013 X781 RS00945 WP 025235133.1 TINSGSLITARYALEQGREVFALPNAVQNPYAQGCHKLIKEGALLVETVADILEAISHQYQPQQIS.LFDKPSLSVSKSL 308
NTDB id 1388 A4U84 RS04945 WP 062924099.1 TVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVH.....IQPSLFDTKPK 304
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQ...........FT..... 294
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQ......SL...... 301
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSE......QVP..... 300
consensus *!!!!!!!!*!*!!*!*!***!****** !** !***!! !! * **** * *

logo

H
QAVEKPS

Y

K
N
P
Q
S

A
D
K
E
D
K
T
P
K
R
I
LFASLAKADNPRVI

Q
S
L
D
G
S
P
D
K
N
V
E

L
E
A
E
T
P
A
L
S
C
P
H
F
Q

E
Q
P
E
K
N
Q
I
L
F
V
L
Y

E
K
Q
S
A

F
H
Q
R
N

V
I
N
S
G
F
I
N
Y
L

D
T
E
T
A
P
V
I
T
T
P
S
V
IDQIDI

L
I
A
D
E
K
S

E
A
R
F
S
V
T
D
E
G
Q
N

L
Y
I
M

A
G
S
P
I
M
V
D
Q
E
A
D
E
Q
T
V

A
I
L
V

T
M
L
I
S
M
V

G
E
QLALDGNELELKQSLDGALHVI

V
K
R
I
V

S
Q
A
E
V
N
R
P
SGLGYKVI IKRCITVKEGYREGR

NTDB id 1361 HI 0985 AAC22646.1 ...PPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV.... 373
NTDB id 115013 X781 RS00945 WP 025235133.1 HAVEKEKIFAKDLPNLTACQQQIYQHINLDPISIDDLAKAVEMPIEALLVELLGLELLGVIRQVSGGYVKI.... 379
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT.... 375
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...SNKPIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ......DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...YQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGRG. 371
consensus ** * ** ** * **! ** * * ** *** !**!!! * ** * !*!**



X non conserved

X similar

X ≥ 50% conserved


