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AHRT AT GTE 1 DINEY DD AR 1 1 LR LMD

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGRJIDCVM
IDCVM

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGHM

TRUATILLANEDLRAVEER CER VTS L LASEHRIVENE FRAE 1O

YKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN
YKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN

AL PERINO OV A VA 5 LAV G

LPLGYDKIPMSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK

LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK
PELLL e rrrrrrrrrrrrrrrrrrnd

WD LY A L DR SR LT 80 T

YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTTNT]
YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTHESTN T

R B BB

LKDGTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVIN VNQENIHVDGAALHHDIAYKQQ

LKDGTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVR:IVNQEN@NVDGAALHHDIAYKQQ
Prrrr e rrrrrrrrrrrrrrrrrnd I

LERCULI LSRRV AR ReL M L D

QYDEVQWKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDK LFDAKWNISKLLQHIF DIKH EKS
QYDEVQ

[

INKLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDK|ZJLFDAKIRISKLLQHIFBIDIKH EKS

NI RGN

RLKALYLSVIDRIMI KDGNHKKQFYVTLKLNNEIIKQLEFNNKQLDEVHLSTSSLFLPQTLYLTI

RLKALYLSVIDRIBI KDGNHKKQFYVTLKLNNEIIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI
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