
logo MKQVAIGYLRQSTMTKQQSLAAQKQTAIKETAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1148894 DG022 RS00085 WP 078073180.1 MKQAIGYLRQSTTKQQSLAAQKQAIKTLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!!!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHYH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1148894 DG022 RS00085 WP 078073180.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYHYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATF ITIDNKQTNSVKESAPTVKAVFSNYYI
L
K
QGYHGYKKIAQLYLEEADNDTKYF INRQKPYHQVRNI I ILMNSPNYCGRVNINQYGQFYEDNMFPAS IVSTNSTI

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1148894 DG022 RS00085 WP 078073180.1 NGTFTINKSEAPTVKAVFSYYLQGHGYKKIAQYLEADDKFINRKPYHVRNIIMNSNYCGRVINQYGQYDNMFPSIVSTNI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!* **!!!!!!!*!!**!*!!!!!!!*!!*!***!!!*!!*!!!!!*!*!!!!!!*!!!!!**!!!!*!!!!*!

logo YEEQAQARVI
L
TRTSQKPQI

L
VKQRKTPSSADENQLKQKVIKCPCYCNDTSTLTNMTVIRKKNHHTLRYYVCPKQNMNASRFVCDEFKGINAQTELEDTKSVLEAVT

NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1148894 DG022 RS00085 WP 078073180.1 YEQAQAIRSQKQLKRTSSANQLKQKVKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!*!!**!***!*!!!!!!*!!!*!**!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!*!!!!!!!*!!**!!**

logo CKQDFYFQNQRQI
LYTSKIKNGHATIDQKQRI

LKRQRNDI EKTHKHTTLTNQHEQL I EKLAQDGI
KIDAETFREQTQSFLRQQPSQKRPTI STS IHNSGTYHQIRQHKTAFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1148894 DG022 RS00085 WP 078073180.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQGKIDAETFREQTQSFRQQSKPITSIHTHQIQKALQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!!**!*!!***!**!*!!!!*!!***!!**!!!!!!!!!**!!!!!!!!!!!!*!!!*****!! **!!****!

logo NVIMIQKQCRFTLNMI LYPYI EDTE INHI STKDNKNSTLAITSGIYFKNEPLNIVKNQTTMEQLSS IVA
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1148894 DG022 RS00085 WP 078073180.1 NVMQQCFTLNILYPYIDEIHITKNKTLTSIYFKNEPLNIVNQTTQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !**!**!!!!*!!!!!**!*!*!*!*! *!!!!!!!!!!!*!!***!!*

X non conserved
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X ≥ 50% conserved


