
logo MWELVKASGGWI
MMLP I I LCSS IAAALGI I IVERLWTLRAPSR I

V
A
TPPHLLGQAVWKQWIKQDEKKQLDSNEQKLKEQLRADSPLGE I LAAGLAN

NTDB id 1148850 C6H37 RS09635 WP 003381119.1 MWELVKSGGWMMLPIILSSIAAAGIIIERLWTLRASRIAPPHLLGQAWQWIQEKKLDNEKLKQLRADSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!!*!!!! !!!*!!!!!!!*!!* !!!!!!! ! !! *! ! ! !!! !!!!!!!!!!!!!!!!!

logo SKHRGRE IMKEC I EEAAARVI
VHDLERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIE I FGSASFMNGSSTGAMTANAGPLVLAGSGI SKAL ICTTA
NTDB id 1148850 C6H37 RS09635 WP 003381119.1 SKHGREIMKECIEEAAARVIHDLERYLSALGSIAAMAPLLGLLGTVLGMIEIFGSFNSTGATANAGVLASGISKALICTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPLLAGGISKALITTA 159
consensus !!*!!!!!!!!!!!!!!!!*!!!!!!! !!!*!!**!!!!!!!!!!!!!!!!! ! *! *!!!**!! !!!!!!!*!!

logo

A
SGL IMVAGIPAI

LFFHRFLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDVDLGIDEAGKAIDLKSLARAGGSKKK
NTDB id 1148850 C6H37 RS09635 WP 003381119.1 SGLIVAIPAIFFHRFLQSRVDELVVGMEQQAIRLVEVVQGDRDVDLIDAKIDLKSLARAGGSKKK 225
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus !!*!*!!!*!!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!! **! **************

X non conserved

X similar

X ≥ 50% conserved


