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NTDB id 1148442 MFPB19 RS06905 WP 099713231.1 .MSTEEKLTTLLKHCAKQRVQDLYFTPTIGGWRLTERRQSDLVTNQELDKPTGTRYLNRLKYMAGMDISETRRAQTGRSE 79
NTDB id 617 LCA RS06480 WP 011375001.1 .MSTEEKLTTLLKHCAKQRVQDLYFTPTIGGWRLTERRQSDLVTNQELDKPTGTRYLNRLKYMAGMDISETRRAQTGRSE 79
NTDB id 586 KW2 RS10855 WP 011836048.1 ..MVQKKAQELIQKAIEMEASDIYLIASGNLYKIYIRQQLGRTLIEEVNQEIGLALLTHFKFLAGMNTGERRRVQLGACW 78
NTDB id 584 DLJ51 RS00890 WP 019777327.1 MVEVQELGKELIRQAVEEQAQDIYLLPKPAVYKIYLRFGEKRHLIQTCPPEQAAGLISHFKFLAGMNVGEKRRAQLGACD 80
NTDB id 429 SGO RS09420 WP 012130942.1 ..MVQKIAQAIVRQAKEECAQDIYFVPKDDCYELYMRIGDERRFIQTYDFDQLAAVISHFKFLAGMNVGEKRRSQLGSCD 78
NTDB id 500 SM12261 RS00945 WP 000249545.1 ..MVQEIAQEIIRSARKKGAQDIYFVPKLDAYELHMRVGDERCKIGCYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 270 KZH43 RS09265 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 229 SPD RS09895 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 195 SPR RS09430 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 160 SP RS10380 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
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NTDB id 1148442 MFPB19 RS06905 WP 099713231.1 LQLADQ.TIYLRLATVGDFLNRESLVIRFIYPIGAIYHCDDQQILAQLTQMSRQAGLILFAGPTGSGKTTSLYHLAQQSM 158
NTDB id 617 LCA RS06480 WP 011375001.1 LQLADQ.TIYLRLATVGDFLNRESLVIRFIYPIGAIYHCDDQQILAQLTQMSRQSGLILFAGPTGSGKTTSLYHLAQQSM 158
NTDB id 586 KW2 RS10855 WP 011836048.1 YELEGSSAKRLRLSTVGDFEGNESLVIRLLHDQKQELEFWFD.DK..LQDFRCKRGLYLFAGPVGSGKTSLMFDLAHRHF 155
NTDB id 584 DLJ51 RS00890 WP 019777327.1 YAFADGETAALRLSTVGDYQGRESLVIRLLFDRKRELKFWFD.GLNALLPKIIGRGLYLFSGPVGSGKTTLMYELVSRKY 159
NTDB id 429 SGO RS09420 WP 012130942.1 YRYDDK.ETSIRLSTVGDYRGYESLVIRLLHDEETELKFWFT.HFPELREKFKDRGLYLFSGPVGSGKTTLMHQLAQLKF 156
NTDB id 500 SM12261 RS00945 WP 000249545.1 YEYDQK.MASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELAKSLF 156
NTDB id 270 KZH43 RS09265 WP 000249564.1 YAYDHK.IASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
NTDB id 229 SPD RS09895 WP 000249564.1 YAYDHK.IASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
NTDB id 195 SPR RS09430 WP 000249564.1 YAYDHK.IASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
NTDB id 160 SP RS10380 WP 000249564.1 YAYDHK.IASLRLSTVGDYRGHESLVIRLLHDEEQDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELSKSLF 156
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NTDB id 1148442 MFPB19 RS06905 WP 099713231.1 SAKMVVAIEDPIEIVAPEFLQLQVNDNAGLSYAELLKISLRLRPNTLIIGEIRDLETAQYAVSAALSGHLVLSTIHARST 238
NTDB id 617 LCA RS06480 WP 011375001.1 SAKMVVAIEDPIEIVAPEFLQLQVNDNAGLSYAELLKISLRLRPDTLIIGEIRDLETAQYVVSAALSGHLVLSTIHARST 238
NTDB id 586 KW2 RS10855 WP 011836048.1 SNAQVITIEEPVELIDSDFIQLQVNDVIGNSYDELIKLSLRHRPDLLIVGEIRDQQTARAVLRASLTGYTVFSTIHAASV 235
NTDB id 584 DLJ51 RS00890 WP 019777327.1 PDSQIITIEDPVEIKQDNMLQLQLNPSIGMTYDHLIKLSLRHRPDVLIIGEIRDRETAQAVIRASLTGIRVFSTVHAKSI 239
NTDB id 429 SGO RS09420 WP 012130942.1 KGQQVMSIEDPVEIKQEDMLQLQLNETIGLTYESLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 500 SM12261 RS00945 WP 000249545.1 KGQQVMSIEDPVEIKQDNMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 270 KZH43 RS09265 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 229 SPD RS09895 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 195 SPR RS09430 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
NTDB id 160 SP RS10380 WP 000249564.1 KGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFSTIHAKSI 236
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NTDB id 1148442 MFPB19 RS06905 WP 099713231.1 QGVVARLLDLGISELQLRACLTGIAYQSLVTKDDVVQAH...YELLTGPDYFSKKEGGCDV................... 296
NTDB id 617 LCA RS06480 WP 011375001.1 QGVVARLLDLGISELQLRACLTGIAYQSLVTKDDVVQAH...YELLTGSDYFSKKEGGCDV................... 296
NTDB id 586 KW2 RS10855 WP 011836048.1 KGVVQRLLELGLSDWELKNGLEAVVYQRLIAGKGVLDIAKSKFDTWSPKKWNEKIENLYANGHLTAIEAEREKISINQAS 315
NTDB id 584 DLJ51 RS00890 WP 019777327.1 PGVYARILELGVSQDELDNCLAGIAYQRLIGGGGLIDFAQDHFQNHQAECWNEKIDQLLAAGHLTEEEAAAEKIKD.... 315
NTDB id 429 SGO RS09420 WP 012130942.1 PGVYERLLELGVSEEELKIVLQGICYQRLIGGGGVIDFASDNYQEHEPTVWNQQIDQLLAAGHIHPEQAEAEKIRNQQAK 316
NTDB id 500 SM12261 RS00945 WP 000249545.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFANKDYQEHQSTSWNAQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 270 KZH43 RS09265 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 229 SPD RS09895 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 195 SPR RS09430 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
NTDB id 160 SP RS10380 WP 000249564.1 RGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDFASRDYQEHQAAKWNEQIDQLLKDGHITSLQAETEKISYS... 313
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