
logo MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLP IVFPKQRQWLNQVNQALEKGDSLAVSLAHAVDFPTDYVGQI ELTE
NTDB id 1148441 MFPB19 RS06900 WP 099713232.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHVDFPTDYVGQIELTE 80
NTDB id 618 LCA RS06475 WP 011375000.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHADFPTDYVGQIELTE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo LQGNLGQCLWHLGQR IQS IRQKRRRE IRGVLAYPLFLLAFLGGL IGLLRHYLLPE IAQITPESNQTGSPLNSR I I LWGFLLV
NTDB id 1148441 MFPB19 RS06900 WP 099713232.1 LQGNLGQCLWHLGQIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLNRIILWGFLLV 160
NTDB id 618 LCA RS06475 WP 011375000.1 LQGNLGQCLWHLGRIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLSRIILWGFLLV 160
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo LVLL I IMGSGLFMVYRRLPVLVRLQKAFKWP I IGRDIQQYYHYCLLFDLSTCLQNGLKLTE ICALQKQLQQNTWLVTLVAQ
NTDB id 1148441 MFPB19 RS06900 WP 099713232.1 LVLLIIGSGLFMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQ 240
NTDB id 618 LCA RS06475 WP 011375000.1 LVLLIMGSGLFMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQ 240
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDE ITMLANLQYTELQKQLQRKVSWLQP I LF I L IGFL I I I CTY
NTDB id 1148441 MFPB19 RS06900 WP 099713232.1 LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGFIIICTY 320
NTDB id 618 LCA RS06475 WP 011375000.1 LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTY 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo LS I LLPLYQTMEGI S
NTDB id 1148441 MFPB19 RS06900 WP 099713232.1 LSILLPLYQTMEGIS 335
NTDB id 618 LCA RS06475 WP 011375000.1 LSILLPLYQTMEGIS 335
consensus !!!!!!!!!!!!!!!
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