
logo

MAITINCLMCQNVI I EKPS IKQLLQLKPLLKPHICQICLQQFEP I SGNQCSDCSRPLLTGI LCSDCQHWRQLYPQQHFKN
NTDB id 1148423 MFPB19 RS02690 WP 147658291.1 MAITINCLMCQNVIIEKPSIKQLLQLKPLLKPHICQICLQQFEPISGNQCSDCSRPLLTGILCSDCQHWRQLYPQQHFKN 80
NTDB id 616 LCA RS09740 WP 148664867.1 ................................................................................ 0
consensus ********************************************************************************

logo

QALFTYNRAMQLYFQRYKGQGDYQLRLLFERDIQRTRFPVKPNVATYVP IPSDEQHQQAERGFNPVQGLFENTCFPLMTSLLKKR
NTDB id 1148423 MFPB19 RS02690 WP 147658291.1 QALFTYNRAMQLYFQRYKGQGDYQLRLLFERDIQTRFPVKPNVAYVPIPSDEQHQQARGFNPVQGLFENCFPLMSLLKKR 160
NTDB id 616 LCA RS09740 WP 148664867.1 .........MQLYFQRYKGQGDYQLRLLFERDIRTRFPVKPNVTYVPIPSDEQHQQERGFNPVQGLFETCFPLTSLLKKR 71
consensus *********!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!! !!!! !!!!!!

logo PTEKGQAQKNRAERLASPQFFEL IPQEKLPDYKLPQS I IT I LDDIYTTGRTLVWHAQQCLRANRYPQAITINAITLAR
NTDB id 1148423 MFPB19 RS02690 WP 147658291.1 PTEKGQAQKNRAERLASPQFFELIPQKLPDKLQSITILDDIYTTGRTLWHAQQCLRARYPQITINAITLAR 231
NTDB id 616 LCA RS09740 WP 148664867.1 PTEKGQAQKNRAERLASPQFFELIPQELPYKPQSIIILDDIYTTGRTVWHAQQCLRANYPQATINAITLAR 142
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !! !*!!! !!!!!!!!!!!*!!!!!!!!! !!! !!!!!!!!!
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