logo

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1148391 LSAJ64 RS05740 WP 016265144.1
NTDB id 626 LCA RS04960 WP 011374694.1
consensus

logo

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1148391 LSAJ64 RS05740 WP 016265144.1
NTDB id 626 LCA RS04960 WP 011374694.1
consensus

logo

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1148391 LSAJ64 RS05740 WP 016265144.1
NTDB id 626 LCA RS04960 WP 011374694.1
consensus

logo

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1148391 LSAJ64 RS05740 WP 016265144.1
NTDB id 626 LCA RS04960 WP 011374694.1
consensus

logo

NTDB id 1250 GCO85 RS13065 WP 027219989.1
NTDB id 1148391 LSAJ64 RS05740 WP 016265144.1
NTDB id 626 LCA RS04960 WP 011374694.1
consensus

T KVELARGE 21SE RA AILTSHVA SALE A0, 1ARLPERYIPTROMSKSTT GRy: IOHEWRTT
| l |
NhLQ H.ALH}?A&RI TILT@\.B\.QK& BLNL FQLVSVDLEEAGLPSWLAQTIKNI D K WNXLULSSSENHH
.MNNL{P)SSABNRMKR I{€3ZRMVIRKRQ KR|TPDLN L ME QNS EBAGEPSWLAQTIKNIZDPDIFIKDIENW . . BSSSENHH
MLTKNQLLLKVHLAAGFGPISELRLAR VUTSHNWALSALETAQMMIARLPERYWPTFQASFQSTTLQRQCIDHEVRTT
MLTKNQLLLKVHLAAGFGESISELRLAR MTSHNWALSALETAQMAIARLPERYWPTFQASFQSTTLQRQCIDHEVRTT
kokkkk Dok | Uoskskskskokokosksk D skskokok Dsk Dk sk sk skokokoksksk |1 oskokoskskk ok skokoskoskkkkokokok sk |oskkok |osksk |k | oskosk sk 5k >k %k >k 5k 5k k k%
YL 0RO L LR LA kT stgducs vt LA
TIMEWDSPYpEZA LIRKINT ADJA3FERRE A KCENS AJRT (A1 SIN SRACISIANES V TGNENARAFSREI SRHE VISHRES AW\ L € T DY\H/ N
YLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGMMLTATTIISGLAQGADAMAH
YLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGMMLTATTIISGLAQGADAMAH,
sl Poeskokokok Dlskok Dok Dok | Dok Dotk Dok Dok Do D Dok Dok 1ok 1ok | oskosk sk sk ok ok ok ok ok ok ok ok ok ok e I N
VA QR ) R ||| SFumLrommock afhie |40 st rEIReRY S
EUSR L 1T e comed 1L - AR st VTE
JNele]. (€G] VI GTGI CpYPIaHsef LIV (8] WENGLLLSE “JgLiq- PIzp@Ne FPIRRN i I1 -GLEIHY '  VIEAIWRKSGSL
EVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALWTPARRYQFPARNKITIAGLCHSLIVTEARHKSGSL
EVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALTPARRYQFPARNKITAGLCHSLIVTEARHKSGSL

e e T R =3 ————

R
S

U sk D hokok DUk Dok D DD Dok Dokokok Dokok | Dokok Dokokok | D skokokokokkkokokokok | 1 kokokok

TTIDQIIDRSCYCVEQVTSCLAELELKCAVIAVPCCYTRUEYER
TTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
............................................ 288

X non conserved
B similar
> 50% conserved

157
155
155

237
235
235

317
288
288



