
logo MAKAI IATF IL IL I FGC I
V
L
IVVVFHEFGHFYFMFAKRSGI LVREFSAVIGMGPKLI FATHTRGKNDGTTVYTIRW

I LPLGGYVRMAGMWAGDEDETSTE I EKAT
NTDB id 1148359 LSAF01 RS06300 WP 076632067.1 MAAIIAFIIIFGILVVVHEFGHFYMAKRSGILVREFSVGMGPKLFAT.RKNGTTYTIRWLPLGGYVRMAGMADDESEIEA 79
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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logo GTSQPATSL ITLDGEKQDGRKVQRQRINTLSDKRVQTVTDLQNTGAVLPFMQNI
V
A
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A
T
YDLQEKDEKLWTVI ETGYLEVGLGDESEMTKRTYPEVLDHDATI IVEAEDGTEVLQR IAPVKD

NTDB id 1148359 LSAF01 RS06300 WP 076632067.1 GTQATLILDEQGRVQQINTSDKVTTLNGVPFQIAKTDLQKELWVEGYEGGDESEMKRYPVLHDATIIEADGTEVQIAPVD 159
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !**!*!*!***!*!**!!*!!********!******!!***!***!***! !*!*!*!*!!!!!*!*!!!!**!!!*!

logo VQFYQSNATSLI IWNGRMLLITNFAGPFMNNF I LAGI
VLAVF I LI FLAFLVSQGGVPQQDQTSNTQNI

L
G
I
T
QVQAENNGSGAAQKVASGLKATNGDRALI LVKAVIDNNKKDKVATSDFWTDDS

NTDB id 1148359 LSAF01 RS06300 WP 076632067.1 VQFQSATLINRMLTNFAGPFNNFILAILAFILFAFLSGGVPQQSNQIGTVQENSAAQKAGLKANDRLLKVDNKKVASFTD 239
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!*!****!**!!!!!!*!!!!!**!*!!**!!**!!!***!*****!****!!!**!!!**!********!!*****
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REHNPTNQEKFSKGDTSVLASVRTVQKRGSNAGTQEKETIKSVTKPKQAEKVKVANQKEKSVQGQSVYGFVLTGQVKSVPKVMLDKHTSGLKADKI SFYGGFTQQMAWSE I

GASTQA
NTDB id 1148359 LSAF01 RS06300 WP 076632067.1 FSAIISEHPNE.....TVAVRVQRG.ATEKTIKVTPKAVKVANQKEKVGQVGVTQKVKMDHSLKAKISYGFTQAWSIASQ 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE........SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK........SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
consensus ******!************!*!*!****!*!!*!*!* **!*************!!*!!**!!**!!**!**

logo I FLKAI
TLGKSGFLLITGTGNFSLDNKLSGGPVGAMYFSQMTSTAQFATSQEQSGFLNIASLIVLYDFLLMAGFMLSLINLGIMFNL IP IPALDGGKLIVLMNI I EA IRRKP I

L
S
N

NTDB id 1148359 LSAF01 RS06300 WP 076632067.1 IFKILGSFLTGGFSLDKLSGPVGMYSMTTQFTQQGFNALVYFLAFLSLNLGIMNLIPIPALDGGKLVLNIIEAIRRKPIS 393
NTDB id 291 STER RS01205 WP 011680685.1 ILATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 323 STU RS10650 WP 011225396.1 ILATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
consensus !***!**** **!!!*!!*!!!*!**!**!****!**********!!*!!!!*!!!!!!!!!!!!*!*!!!!!!!!!!**

logo

P
QEKI EGS IYVITL IAGVGAI

VMVLVLMVI LAVTWNDIQMRFAFF
NTDB id 1148359 LSAF01 RS06300 WP 076632067.1 PEKEGIVTLIGVGIMVLLMVLVTWNDIQRFFF 425
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!*!***!!*!!**!!*!!**!!!!!!*!*!!
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