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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 ................................................MIRFHRKQKFKRLQHTLMVAFLALSIIPLTVI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************! !!*!!!!!!!!!*!!! !!!!!!!!!!!*

logo ALFFLHQSHSKDLEQEQQSTSHYL IVSVRDNSKKQQQLVI
QDYFMMQAKESETVMGFVRSELAYASGGRFYGLVNSAFQRDRLDGAVDS ILDEAKAREQHAQ

NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 ALFFLQSHSKDLQEQSTSHLISVRDSKKQQLQDYFQAKESETMGFVRSELAYASGGRFYGLVSAFRDLGADLDKARQHAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!*!!!!!! !!!!*!*!!!! ! !!* !! !!!!! !!!!!!!!!!!!!!!!!!!! !! ! ** !! !!!

logo QRYIKTGSGDNQIKRTS IVLPREQSSDSFYAVGSERYRLLHKRYHWAGYLELLKRSDFDDI LLVDI
L
D
EGNVTVYS IVNYKYDNFGTNLLTGKRYKQ

NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 QRYIKGSGNQIRTSILRESSDFAGSERYRLLHKRYHWGYLELLKRSDFDDILLVDLEGNVTYSVNKYDNFGTNLLTGRYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!! !!*!!*!* !! * !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!**!!! !!* !!!!!!!!!!!!*!
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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 HSNLGKTFAHIQNLM.EQAGPDSDEIPTVFSDFTLEGNEHVAWFAAPILQQGYLHSYAILRLPSTKLLKLFKDNTESNSI 271
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus **!!!*!! ** * **!! * ! ! ! !!! ! * !! *!!!*!!!!!!!!!* !!!! * !! * * *!*
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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 KSLLVGDDNQPRLLNLSQDDVIASQKIIDIALKGQTSVKSFDNAHGERVIAAYTPIQVRDLRWALVTELPEKQAYARIHQ 351
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus **!!! !* *! ! ! ! **!*!! ! ! ** ! *!! *!!!! !!*** **!!!! !!!!! !*!!**!

logo LEKLFAVFVAML ITAI IVLVFVIACSHYLSNF ITSPLLKLTWASAERVSAGDLDEEADMF
I
N
TTESRKDE IGRLAVSFERMQRS IRDEKIQSLTI

NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 LEKLFAVAMLIAIILVFICSHYLSNFITSPLLKLTWSAERVSAGDLEEDMFTTSRKDEIGRLAVSFERMQRSIRDKIQTI 431
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!! !!! !!*!! !*!!!!!!!!!!!!!!!!! !!!!!!!!!*! ! ! !!!!!!!!!!!!!!!!!!!!*!! !
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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 GKQNEELEQNLTIISQQNDELHLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGTIPANQRHQLEIIINSGQRLA 511
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !! !!! !! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*! ***!!*!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIQRTCNAVDNLSGSATRLVLELSHQHL ILGKNKPTLR I INQVPSETEQLPPVLWVSADPQRLEQVLYNL IGNAIKY
NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 TLVDDLLDYHKMRYGSLDIQTNAVNLSGATRLVLELSQHLIGNKPLRIINQVPTELPLVSADPQRLEQVLYNLIGNAIKY 591
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!!! *!! !! !!!!!!!!!*!!*! !*!!!!!!!* ** !!!!!!!!!!!!!!!!!!!!!!
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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 TSEGKIVISATILDDAIRIQVVDTGQGIPAEQLDHIFEPLIQAGQDSNRYRQGSGLWLSISRQLVELMGGTLYVSSQPLV 671
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!! *!! *!*!!!!!!!!!!!!!!*!!!!!!!!!!*! !!!!! !! !!!!!!!*!!!*!!!!!!!!!*!

logo GTTFSFSTLPLANSEEE IAQTASQRLVQTNETALNPHFQAPEQVLNDSENLGPDENQNSANLPDENEPDHGPLL ILVADDEPVNLQR I
VLDSFLRLMEGYRVHKTA

NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 GTTFSFSLPLANEEEIATSQVQNTANHFQAPEQNDSNLGDNNALPDNPDGPLLIVADDEPVNLQILDSFLRMEGYRVKTA 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLT.ELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!*!!!! !!!!! * * *!!!!!! !! !*** !!*!**!!!!*!!!!!!!!! *!!!!!!*!!!!!*!!

logo QDGHPEQAVLEAL IVKMRSEKPELLVLLDI
VMMPGMSGYQVCEKQLRQSTYDHAELP I

V IMLTALNSQSTDNDRVKRGFDEASGANDYLSTKPFNKLQEL
NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 QDGPEALELVMSEKPELLLLDVMMPGMSGYQVCEQLRQSYDHAELPVIMLTALSQTNDRVKGFDSGANDYLTKPFNKLEL 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus !!! !! * !!!!!*!!!*!!!!!!!!!!!! !!!*!!!!!!!*!!!!!! !* !!!*!!* !!!!!!*!!!!! !!
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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 ASRIKAHLAASKAEQRRLENQQLQQELKQREVVEANLLETQGRLLEQLESAPEAIICINEDGRIRFANDSAAKLFKRSSE 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus ! !! !!! !!!!! !!*!! !!! !!!*! *!!! !!!!!!!!!!!!!!!!!!!*!* ! **!!!!* !!*!!*!**!
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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 QLKRSQAEEIIAPKYLNLNDVHYCGDIDIYVGDKREHISSDILLLPKGSGLRSMYIFNVGGGANTVRVNNLETAVEALSS 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!!*!!!*!!!!*!!* !!!! !!*!! ! ! !*! !*! !! !!!! !!!!!!!! ! !**!!!!!!!!!!!
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D
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NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 YAFEGDKAKLQQLKELGGEFTRIADKVSGQGGDKQELMREILVDAMTTAIDYWETDSGQSKFAFAEQSGLWRVYLDRSTL 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!!!!! !!! !!!!!!!!!!*!!! !! !!*!!! *!!*!!!*!* !!! !!!!!! !!!!!!!!!!!!!!!!!



logo QTRTLDKYLR I
KETLPKTPRWRTVLNSLMDYI LEHCKNESAGTPQEQRATHI

LEMVLQRDNKI
LQKLLTSE

NTDB id 1148310 VTAP4600 RS07515 WP 102522228.1 QTRTLDKYLRKETLPKTPRWRTVLNSMDYILEHCNSATQQRAHLEVLRNKIQKLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!! ! * ! !*!* ! !*!!!!!!*
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