
logo

MQDKHTSPKTKYLLMVEDTASVAALYRSYLTPLDGI
LDINS IVGTGKRDAI ETS ILEGHRRETPDL I LLDLRLPDMTGMDVLSYASVKEKKSY

NTDB id 1148309 VTAP4600 RS05720 WP 102521910.1 MQDKHTSPKTKYLLMVEDTASVAALYRSYLTPLGLDISIVGTGKDAITSLEHRTPDLILLDLRLPDMTGMDVLSSVKKKY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! *!! !!!!!*!!! !* *! !!!!!!!!!!!!!!!!!!! !! !

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHRGAQDFL IKPCEADRLRVTVNNAGIRKAGSKLKANDLAVDENPDKNNQNYQGF IGSSQTMQAVYRT

NTDB id 1148309 VTAP4600 RS05720 WP 102521910.1 PDVPVIFMTAHGSIDTAVEAMRRGAQDFLIKPCEADRLRVTVNNGIRKAGKLKALADEPDNNNYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD.NKNQNYQGFIGSSQTMQAVYRT 145
consensus !!!!**!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!! !!! !** !*!!!!!!!!!!!!!!!!!!

logo IDSAAPSSKAS IVF ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAASTDERQGAAEALADG
NTDB id 1148309 VTAP4600 RS05720 WP 102521910.1 IDSAAPSKASVFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGASTDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!! !!!

logo GTLFLDELCEMDLDELQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKTEVQEQGRFREDLYYRLYVIPLHLPPLRAD
NTDB id 1148309 VTAP4600 RS05720 WP 102521910.1 GTLFLDELCEMDLELQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWTEVQQGRFREDLYYRLYVIPLHLPPLRD 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!

logo RGNDEDVI
VE IAYSLLGFHMSKTEEGKDGFVRFLSAQEQVVDERFRVEQFYEWPGNVRQLQNVLRNVVVLNEHGNRE ITI

L
D
NMLPPPLNQVMSFSALNPDI L

NTDB id 1148309 VTAP4600 RS05720 WP 102521910.1 RNEDVVEIAYSLLGHMSTEEGKGFVRFSQQVVDRFVEFEWPGNVRQLQNVLRNVVVLNHGNEITINMLPPPLNVSFLNDL 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPI. 384
consensus ! *!!*!!!!!!!!*!! !!!! !!! ! !!*!! *!!!!!!!!!!!!!!!!!!!!*! !!!* !!!!!!! * *

logo

QG
N
K
R
A
N
A
L
P
T
E
L
A
D
H
I
E
S
A
NKLVSVEHEQI FRPLWMTEKGQAI EQAIDEACDEGNIPRAASTYLDVSPSTI

LYRKLQTWKNEKTQVEKEKEKER
NTDB id 1148309 VTAP4600 RS05720 WP 102521910.1 QGKNATEDISAKLSVEQIRPLWMTEKGAIEQAIDACEGNIPRAASYLDVSPSTLYRKLQTWKETQE...... 466
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .NRALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus * * * * !*!!* ! !!!!!!! !!!!!!*!!*!!!!!!!*!!!!!!!!*!!!!!!! ! ******

X non conserved

X similar

X ≥ 50% conserved


