
logo MQSQDEHNQPTFLFFFDYETWGVNPAI
KDRPCSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPAPEAAL ITGIMTPQKTANVSKQGLASEP

NTDB id 1148306 VTAP4600 RS03460 WP 102521515.1 MSQDNQPTLFFFDYETWGVNPAIDRPCQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPAPEAALITGIMPQTAVSKGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! !**!!! !!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!! !! ! ! !! !!

logo EF IAKR IHAHELASTPNTI
T
N
SLGYNS IRFDDEVSTRYTCLYRNF ILDPYAWASWQHNGNSRWDLLDVLMRATCHYALRPDEGI EWPENRDEDGFPT

NTDB id 1148306 VTAP4600 RS03460 WP 102521515.1 EFIAKIHHELATPNTTSLGYNSIRFDDEVSRYTLYRNFLDPYAWAWQNGNSRWDLLDVMRTCYALRPDGIEWPEREDGFP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!*!! !!!! !!!!!!!!!!!!*!!!*!!!!*!!!!! !!*!!!!!!!!!!*! !*!!!!*!!!!!! *!!!*

logo SFKLEHLSVANGI EHASNAHDAMADVIATI ELAKKVKAQAQPKLFDYFLFSTMRHKRKLNTDEL IDIVNMQTPLMHVSGMLGPREKCRAHY
NTDB id 1148306 VTAP4600 RS03460 WP 102521515.1 SFKLEHLSVANGIEHANAHDAMADVIATIELAKKVKQAQPKLFDYLFSMRHKRKLNDLIDIVNMTPLMHVSGMLGPKCAY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!!! !*!!!!!!! *!!!!!! !!!!!!!!!!!* **!
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NTDB id 1148306 VTAP4600 RS03460 WP 102521515.1 TSWMVPVAWHPTNKNAVVMINLAFDPQPLINLDVDAIRERMYTKRDELAEGEQPIPVKLVQLNKCPTLAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!! !!!*** !* !!!!!* !! * * !*!!* **!!* ! !*!!!!!*!!!!! !!!!!!!!!!!!

logo KIG IDREQCLAKHNLANLVIKRQHPE IREKLTVETLVFYSNQEREQFYDNKQENPSDVDSTQLYADGFFSPADKRAAMDE I IRNTATAKPEDNLGDSLADIRSFVASDDK
NTDB id 1148306 VTAP4600 RS03460 WP 102521515.1 KIGIDREQCLKNLALIKQHPEIREKLTELYSNERQYDKNPDVDTQLYDGFFSPADKAAMDIIRNAKPEDLGDLDISFSDD 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!!!!!! *! *!*!!!!!!!!! **!*!! * *!!!*!!! !!!!!!!*!!!*!!! !! !! ! ! !

logo R IAEPLLFRYRARHYPHTLSTDEGTEQQRKRWAAHCRDGYFYENRNR I
LEEGYMLNLENLAVHEHEQASDEPKTKLMAI LKSVYHRYVEKLAVCS

NTDB id 1148306 VTAP4600 RS03460 WP 102521515.1 RIAPLLFRYRARHYPHTLSEGEQQKWAAHCRGYYENRIEEYMLNLENLAHEHESDETKLAILKSVYRYVEKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!!!!!!** !! *!!!!!! !*! *! !!!!!!!! !!! !* !*!!!!!!!*!!!!! *
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