
logo MEKKTKNKMKQKNKQQGFTL I ELMIVVAI IVAGI LASASFLAI
VPAYQDNYTKKATLMAEFPKAIASAS ITKLAVELVCAHEHSASADASDGASFKTKNCHIQSNTAN

NTDB id 1148302 VTAP4600 RS01270 WP 102521140.1 MEKKMKNKQQGFTLIELMIVVAIVAILSSFAVPAYQNYTKKATLAEFPKAASAIKLAVEVCAHESSADSDSFKTNCISNN 80
NTDB id 1400 DSB67 RS12660 WP 010643261.1 MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGAFKTKCHQTA 80
consensus ! !!!!!!!!!!!!!!!!**!! !*!!!! !!!!!!*!!!!! !! !!!!!*!!!!* !! !!! !*
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NTDB id 1148302 VTAP4600 RS01270 WP 102521140.1 NGVPAQFTLNKMQIVAAAGSSSGAVDIRVKATSDKGPIKTGETYVMTASYQAEGITWDSKCYKDAGMSQANTEYCP 156
NTDB id 1400 DSB67 RS12660 WP 010643261.1 NGIPAAFTLNNLTVTPAAGAASGAISITVNAANDKGPIKQNEKYILTATYASNGVTWSSECKDATN..AVQTSYCP 154
consensus !!*!! !!!! * * *!!! !!!* ! ! ! !!!!!! ! !**!!*! !*!! ! ! ** *! !!!

X non conserved

X similar

X ≥ 50% conserved


