
logo

MNKTLKRQVFRHTALYAAI LMFSHTGGGGAMAQTHKYAI IMNEGRNQLPEVKGQNGQVPYSSTIKDKDRERREKFYI
TYNYKTDHRGTGGGSVFS

NTDB id 1147890 CKV73 RS11460 WP 095071292.1 ........................................MNGRNQPEVKQN.VPSSIKDKDRRREYTYYTHRTGGGSVS 39
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGGSVF 80
consensus ****************************************!! !!!*!!! !* *!*!!!!!! ! * ! *! !!!!!

logo FDNNNTDTLVSQQRSGTAVFGTATYLPPYGKVSGFDADAGLKQEKRNNAVDWIHRTTQRAIAGLAGYASYI
TDVICRSYNTGQCPKQLVYEKTKRFST

NTDB id 1147890 CKV73 RS11460 WP 095071292.1 FNNNDTLVSQQSGTAVFGTATYLPPYGKVSGFDADALKERNNAVDWIRTTRIALAGYSYIDVICRSYTGCPKLVYKTRFT 119
NTDB id 1090 CAA90909.1 1..3114( ) FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYETKFS 159
consensus ! ! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!*!! *!!!! ! !!!!!!* !! !!! !*!*

logo FDGGQI
QGLAKKRKNAGSKLDI

R
H
Y
E
PDKPSRENSP IYKLKSDHYPWLGVSFNLGSENTVKQDNGSKLSFNKL I SSFRSEGNNNQTIVSTTERGHNPS I S

NTDB id 1147890 CKV73 RS11460 WP 095071292.1 FGQQGLKRKAGSKLDIYEDKSRENSPIYKLSDYPWLGVSFNLGSENTVQNSKLFNKLISSFREGNNNQTIVSTTEGNPIS 199
NTDB id 1090 CAA90909.1 1..3114( ) FDGIGLAKNAGS.LDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHSIS 238
consensus ! !! * !!!*!! **!*!!!!!!!!!! !*!!!!!!!!!!!!!!! ! !!!!!!!! !!!!!!!!!!!! !**!!

logo LGSDRWKQREHTAMVAYYLNAKLHLLDKKGI EDIAQGKI
TVDLGI

TLKRPHRVEATTGVRRGRESLLDNFWARTWDKI EKDKTGNQIPTVKRLGLPEQVKA
NTDB id 1147890 CKV73 RS11460 WP 095071292.1 LGDRQREHTAVAYYLNAKLHLLDKKGIEDIAQGKIVDLGILKPHVETTG..RSLLDFWARWDIKDTGQIPVKLGLPQVKA 277
NTDB id 1090 CAA90909.1 1..3114( ) LSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRGELLNFWATWKIEDKGNITVRLGLPEVKA 318
consensus ! ! !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!! !*!*!! ! ** !! !!! ! ! ! !*!*!*!!!! !!!

logo GRCTVNKAPNPNNPNATKAPSPALTAPALWFGPGVKQDGKAEMYSASVSTYPDSSSSR I FYLQENLKRTKQTDEPGKPGRHYSLEKSTLNTDEGNDE I
NTDB id 1147890 CKV73 RS11460 WP 095071292.1 GRCTNKPNPNNNTKAPSPALTAPALWFGPGQDGKAEMYSASVSTYPDSSSSRIFLQELKTQTEPGKPGRYSLKSLNDGEI 357
NTDB id 1090 CAA90909.1 1..3114( ) GRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDI 398
consensus !!! !!*!!!*! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!! !! !*!!!!!!*!! *! * *!

logo KSREQPNSFNTGRQTI IRLDNDGGVHREL IKLDNGRNSKNDTEVAVANFNVGNLNGNNDTGKNNDTFGIVKDEALGNVENLPDATDSEWKKVLLPWTVRGFPADDNDN
NTDB id 1147890 CKV73 RS11460 WP 095071292.1 KSRQPSFNGRQTIIRLDDGVHLIKLNGSKDEVAAFVNLNGNNTGKNDTFGIVKEANVNLDADEWKKVLLPWTVRGPDNDN 437
NTDB id 1090 CAA90909.1 1..3114( ) KSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNG....NDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDN 474
consensus !!! ! ! !!!!!!!! !!* !!! !! ! ****! ! !!!!!!!!* ! *! !!!!!!!!!!!!!* !!

logo KFKASFINKQEKENNDNKPEPKYSQKRYR I
SRDNNKNGENRDNLGDIVNSP IVAVGEGYLATASANDGMVHI FKKQNSGGSDEKRSYNLKLSYIPG

NTDB id 1147890 CKV73 RS11460 WP 095071292.1 KFKSINQK.....PEKYSQRYRIRDN.NGNRDLGDIVNSPIVAVGGYLATAANDGMVHIFKKNGGSDERSYNLKLSYIPG 511
NTDB id 1090 CAA90909.1 1..3114( ) KFKAFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGG.DKRSYNLKLSYIPG 553
consensus !!! ! *******!!!!*!! !!!* ! ! !!!!!!!!!!!!! !!!! !!!!!!!!!! !!*! !!!!!!!!!!!!



logo TMPRKDIQNSQTESTLAKDELVRATFAEKGYVGDRYGVDGGFVLRKQVDENLNSGQKNHRVFMFGAMGFGGRGAYALDLSTKAIDNGNSDYPATAAV
NTDB id 1147890 CKV73 RS11460 WP 095071292.1 TMPRKDIQSQESTLAKELRAFAEKGYVGDRYGVDGGFVLRQVE.LSGQKHVFMFGAMGFGGRGAYALDLSKINGNYPAAA 590
NTDB id 1090 CAA90909.1 1..3114( ) TMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAV 633
consensus !!!!!!!! !!!!!!**! !!!!!!!!!!!!!!!!!!!! !**! !! *!!!!!!!!!!!!!!!!!!!*! ! ! !

logo

P
SLFDVKDNGNDGKNNGKNNGKNRVERVELGYTVGTPQIGKI

T
H
R
D
NGKYAAFLASGYAATKEQIAITSGQDENKTALYVYDLEKDGNTGLTGNNTLP IAKKI

NTDB id 1147890 CKV73 RS11460 WP 095071292.1 PLFDVKNGDKNGKNGKNRVEVELGYTVGTPQIGKIRNGKYAAFLASGYAAKQIA.SQENKTALYVYDLKDTL.GTPIAKI 668
NTDB id 1090 CAA90909.1 1..3114( ) SLFDVKDNGNNGN...N..RVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKI 708
consensus *!!!!! !! ***!** !!!!!!!!!!!!!! * !!!!!!!!!!!! ! ! *! *!!!!!!!!!! * *! !!

logo EVKPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDQDKPQSEQWSTVRTI FEQGTKP ITSAPAI
VSQRLAKDKRVVI FGTG

NTDB id 1147890 CKV73 RS11460 WP 095071292.1 EVKGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSDKPSEWTVRTIFQGTKPITSAPAVSRLADKRVVIFGTG 748
NTDB id 1090 CAA90909.1 1..3114( ) EVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTG 788
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !*!!!!! !!!!!!!!!!*! ! !!!!!!!!!!

logo SDLSEEDVDVGNKMDEEQQYIYGI FDDDKTAGTGTGTTVKVTVNVFQNSDGSTGGGLLEQTVLRTKRDENDNKNTLFLSTDNNYKARSDGGSGNGNKGWVVKRLKRDEGEQR
NTDB id 1147890 CKV73 RS11460 WP 095071292.1 SDLSEEDVVGKDQQYIYGIFDDDKGTGTVKVTVQNGTGGGLLEQTLTKE..NNTLFLSNNKASGGSNGKGWVVRLREGER 826
NTDB id 1090 CAA90909.1 1..3114( ) SDLSEEDVDNMEEQYIYGIFDDDTATTGT..VNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQR 866
consensus !!!!!!!! * !!!!!!!!!! *! ** *!!!!!!! ! ****! !!!!* ! ! !! !!!!!*!**! !

logo VTVKPTVVLRTAFVTIHRKSYTGNTDKCGAEQTAI LG INTADGGAKLTKPKRSARP IVPDEAHDNTASVAQYSGHKKGTATDNGKS IVP IGCMQWK
NTDB id 1147890 CKV73 RS11460 WP 095071292.1 VTVKPTVVLRTAFVTIRSYTGNDKCGAQTAILGINTADGGALTPRSARPIVPDHD.SVAQYSGHKKTADGKSVPIGCMWK 905
NTDB id 1090 CAA90909.1 1..3114( ) VTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQK 946
consensus !!!!!!!!!!!!!!!!* !!! !!!!! !!!!!!!!!!!! !!**!!!!!!!** * !!!!!!!!! !!!*!!!!! !

logo

N
S
N
S
E
K
I
TVCPNGYVYDKPVNVRYLDEKTEKTDGFSTTADGDAGGSGIDPAGKRRPSGKNNRCFSKQKGVRTLLMNDLDSLDITGPMTCG

NTDB id 1147890 CKV73 RS11460 WP 095071292.1 NSKTVCPNGYVYDKPVNVRYLDETETDGFSTTADGDAGGSGIDPAGRRPGKNNRCFSKKGVRTLLMNDLDSLDITGPMCG 985
NTDB id 1090 CAA90909.1 1..3114( ) SNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCG 1026
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!! !!!!!!!!!!!!!!!!!!! !!
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LSWREVFFYO
NTDB id 1147890 CKV73 RS11460 WP 095071292.1 IKRLSWREVFF. 996
NTDB id 1090 CAA90909.1 1..3114( ) MKRISWREVFY* 1037
consensus *!!*!!!!!!*



X non conserved

X similar

X ≥ 50% conserved


