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NTDB id 1147800 CKV92 RS11305 WP 014093510.1 MSKTNALPLREEVPKELTWDLTTIYPSDEAWEEAFVELQKIAEESTKFKGRLADSSQTLYEALQFRDKAYDLISNLYVYA 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
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NTDB id 480 HSISS4 RS02090 WP 002890133.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEE 155
consensus **! !!!! * !! * *! ! * ! ! !**!! *!*!* ! ! ! ! ! !! ! ! ! ****!! !

logo LLAANAGDE I
V
F
L
G
N
G
S
P
S
S
T
D
NTFNTVLDNNADI

M
K
LFPTWI

V
K
SDEGDQGDEEVI

VE I
LTHGNRFGIKTLLMESKNDPRDR I

VRKRDGAFYELAGMVYGSTVYEGQFLKQHNTLYAQSTLNQG
NTDB id 1147800 CKV92 RS11305 WP 014093510.1 LLANAGEVLGSSSNTFNTLNNADMKFPTIKDEDGEEIEITHGRFGKLLESNDPRVRRDAFLGVYSVYEGLKNTLASTLNG 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQG 235
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NTDB id 1147800 CKV92 RS11305 WP 014093510.1 YDEAKELVLEALKPLGEEYQEILKEAFDSRWIDVMENKGKRSGAYSSGSYSTNPYILLNWQDNINNVYTLAHELGHSVHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHS 394
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NTDB id 1147800 CKV92 RS11305 WP 014093510.1 ALTADYLTETYFDINKKYYGEAMVYDEEIGYEWSRIPHFYMNYYVFQYATGFSAASALSAKILTEGQSAVTAYIDFLKAG 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAG 554
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NTDB id 1147800 CKV92 RS11305 WP 014093510.1 SSDYPIDVLKKAGVDMATPGPVDDALKVFEQRLDELEKLVK...... 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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