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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEG 157
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .....................................................MRY......LFLLF....FATFPVLAN 17
NTDB id 1147718 CKV74 RS03500 WP 408607456.1 ............................................MARAHRLGKCIYRALLGGLVLLC....STQLAADEN 32
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLI.....VFANPKTDN 29
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLI.....VFANPKTDN 29
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHK... 94
NTDB id 1147718 CKV74 RS03500 WP 408607456.1 SVFSVRLKQAPLVATLQQLALTQNINLLIDDELEGNLSLQLDNVDVDRLLRATAKIKGLSFHQENGIYYLGKLSENEKYA 112
NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSG.... 105
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSG.... 105
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 .....KQALEK....ARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVI 307
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .....KQALEK....ARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVI 307
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .....KQQLEK....QKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVI 308
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ...........QHTTAQLVNALPKLITKTIKLHYSKASEVIESLTK.GQGNLLSESGYLHFDDRSNSIIVKDSAASVKNF 162
NTDB id 1147718 CKV74 RS03500 WP 408607456.1 GQMSTPNTLEPADIAGTSVAVEPNLQHATIKLHFAKAQDVLKTLTG.GSGSLLSANGAVSFDERSNLLLIQDDARSLRNI 191
NTDB id 1347 HI 0435 AAC22094.1 ..........KGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNI 174
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..........KGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNI 174
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 REIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNG.SHSVGGSIESNLWQKGLLAD........DEFPVDEFL 378
NTDB id 1175 A1552VC RS12105 WP 000788426.1 REIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNG.SHSVGGSIESNLWQKGLLAD........DEFPVDEFL 378
NTDB id 1408 DSB67 RS13980 WP 010643500.1 REIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSING.SHTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFL 387
NTDB id 1381 A4U84 RS02010 WP 021113424.1 TQLIESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGNG.................LTT..NNL 223
NTDB id 1147718 CKV74 RS03500 WP 408607456.1 KKLVAELDKPIEQIAIEARIVTITDESLKELGVRWGIFNPAAESHRVSGSLAANG.................FNDIANQL 254
NTDB id 1347 HI 0435 AAC22094.1 KKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNS.................FENIADNL 237
NTDB id 1373 NTHI RS02645 WP 011272046.1 KKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNS.................FENIADNL 237
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 NVNLASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAF 457
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NVNLASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAF 457
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NVNLAATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTF 466
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NVNF..PVNPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEF 300
NTDB id 1147718 CKV74 RS03500 WP 408607456.1 NINFAGAINPAGSVALQVAKIN.GRLLDLELTALERENNVEIIASPRLLTTNKKSASIKQGTEIPYVVTNGRNDTQSVEF 333
NTDB id 1347 HI 0435 AAC22094.1 NVNFATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEF 316
NTDB id 1373 NTHI RS02645 WP 011272046.1 NVNFATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEF 316
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTG.EAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVP 536
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTG.EAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVP 536
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTG.EAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVP 545
NTDB id 1381 A4U84 RS02010 WP 021113424.1 REAVLGLEVTPHISKQNQILLDLAISQNSPNNQI....NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVP 376
NTDB id 1147718 CKV74 RS03500 WP 408607456.1 REAVLGLEVTPHISKDNTILLDLLVSQNSPGNRVSYGQNSEVVSIDKQEINTQVFAKNGETIVLGGVFHDTISKGEDKVP 413
NTDB id 1347 HI 0435 AAC22094.1 REAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQN.EVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVP 395
NTDB id 1373 NTHI RS02645 WP 011272046.1 REAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQN.EVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVP 395
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIGAEKQK....... 420
NTDB id 1147718 CKV74 RS03500 WP 408607456.1 LLGDIPGIKRLFSRQSERHQKRELVIFVTPHILTPGPLPAGFHPGKQKKSQ 464
NTDB id 1347 HI 0435 AAC22094.1 LLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 LLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
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