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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ...............................................MSQY.........TICEQQTERIF........D 16
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 ............................................................MLATAQNGAVF........E 12
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...............................................MTSYAL....LHTQRVTAQNGEIF........T 21
NTDB id 1355 HI 0298 AAC21962.1 ...............................................MTSYAL....LHTQRVTAKNGEVF........T 21
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
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NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTH.....KQIEPVVIASDELKYLLNALSPE 91
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 IAPELQQHNRQQQHLLLRYLALPLKEDQQRLWLGLDSLNNLAACETFGFLSG.....KLIEPVLLDSAQLKRLLQSLIPQ 87
NTDB id 1366 NTHI RS01950 WP 011271972.1 ISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLESSQLKELLQQLTPH 96
NTDB id 1355 HI 0298 AAC21962.1 ISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLESSQLKELLQQLTPN 96
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAER...........NKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGA 541
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKK...........QAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGA 544
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QQPIYEES....ELA............FVE.QEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGV 154
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 NKQTIETE....NFY............QAETVSEPQIDEDEPVIVLLNQLFERALTRNASDIHLEPQPQGLQVRLRIDGV 151
NTDB id 1366 NTHI RS01950 WP 011271972.1 QMQVEEQV....KFY............QHQETH.FEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGV 159
NTDB id 1355 HI 0298 AAC21962.1 QMQVEEQV....KFY............QHQETH.FEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGV 159
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEISQD..ELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGI 219
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEINQD..ELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGI 219
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEINQE..ELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGI 219
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGI 228
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ESSFDFNDE...EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGV 223
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETHFNFDTE...ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGV 223
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NTDB id 1306 DR RS10060 WP 027479822.1 LREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG.SIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQL 620
NTDB id 1028 TT RS08215 WP 011173991.1 LRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDL 623
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LHLYKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQL 234
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 LHSEPVIAKSLAPRVISRLKLLAKLNISETRLPQDGRFQFKTTFADILDFRLSTLPTNLGEKAVLRVQQNKPVQLQFAEL 231
NTDB id 1366 NTHI RS01950 WP 011271972.1 LQPQPLISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAEL 239
NTDB id 1355 HI 0298 AAC21962.1 LQPQPLISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSEL 239
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKL 299
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKL 299
NTDB id 1293 VP RS12240 WP 005479695.1 LIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKL 299
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISKSRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEAL 308
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDAL 303
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSKSKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDAL 303
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NTDB id 1306 DR RS10060 WP 027479822.1 GFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARAL 700
NTDB id 1028 TT RS08215 WP 011173991.1 GFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARAL 703
NTDB id 1384 A4U84 RS08525 WP 010787006.1 GFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLL 314
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 GMTQSQQKQLRHALSQPQGLILVTGPTGSGKSITLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLL 311
NTDB id 1366 NTHI RS01950 WP 011271972.1 GMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLL 319
NTDB id 1355 HI 0298 AAC21962.1 GMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLL 319
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEAL 379
NTDB id 1293 VP RS12240 WP 005479695.1 GYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEAL 379
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGAL 388
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAAL 383
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAAL 383
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NTDB id 1306 DR RS10060 WP 027479822.1 RAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSE 780
NTDB id 1028 TT RS08215 WP 011173991.1 RAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEH 783
NTDB id 1384 A4U84 RS08525 WP 010787006.1 RTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKK 394
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 RTFLRQDPDIIMLGEIRDEESAAMALRAAQTGHLVLSTLHTNDARSAISRLQQLGIAEHEIENSLLLVIAQRLVRRLCQE 391
NTDB id 1366 NTHI RS01950 WP 011271972.1 RAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPK 399
NTDB id 1355 HI 0298 AAC21962.1 RTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSK 399
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKH 459
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPY 459
NTDB id 1293 VP RS12240 WP 005479695.1 RSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPY 459
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQ 468
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQ 463
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQ 463
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NTDB id 1306 DR RS10060 WP 027479822.1 CKQPTNADPEV.LRRLGISERDIRGA..NLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGE 857
NTDB id 1028 TT RS08215 WP 011173991.1 CKVEVKPDPET.LRRLGLSEAEIQGA..RLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.R 859
NTDB id 1384 A4U84 RS08525 WP 010787006.1 CRGVG............................C..DECY.QGYRGRIGVYQCLSRTAK............KFDKQTA.Y 430
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 CHKQL............................ATTCACQ.HGYKGRVGIYQFLHYDGR............QF......H 424
NTDB id 1366 NTHI RS01950 WP 011271972.1 CGGNL............................INSCDCH.QGYRGRIGVYQFLHWQQN............GY......Q 432
NTDB id 1355 HI 0298 AAC21962.1 CGGNL............................ANSCDCH.QGYRGRIGVYQFLHWQQN............DY......Q 432
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CKIAVRPS.ALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.A 532
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CRQPQEPN.SQLQH.IGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.A 531
NTDB id 1293 VP RS12240 WP 005479695.1 CKQPQEHT.VQLQH.LGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.A 531
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.S 544
NTDB id 1058 ABD1 RS01615 WP 001274986.1 CKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.K 540
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.T 540
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NTDB id 1306 DR RS10060 WP 027479822.1 SGLRSLRQDGIEKALQGLTTLEEVLAVTAS.. 887
NTDB id 1028 TT RS08215 WP 011173991.1 KGMKTLREDGLYKALQGITTLEEVLARTIE.. 889
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LDFSSLRESAKQKIEQQLTNETEVDRVLGYE. 461
NTDB id 1147703 CKV74 RS00415 WP 007241714.1 TDFQDLRQSAQQKLDEGITDLAEIERILGAAA 456
NTDB id 1366 NTHI RS01950 WP 011271972.1 TDFENLRESGLEKVSQGITDEKEIERVLGKNS 464
NTDB id 1355 HI 0298 AAC21962.1 TDFKNLRASGLEKVSQGITDEKEIERVLGKNL 464
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NGMQTLQESGLEKLREGITSFAELQRVLYF.. 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NGMQTLQMSGIEKLKQGITSFRELQRVLYF.. 561
NTDB id 1293 VP RS12240 WP 005479695.1 NGMSTLQMSGIEKLKQGITSFSELQRVLYF.. 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EGMLTIFQSGIEKVKEGITTIEEVNRVTVD.. 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LGFNNLRRSGLKKVMQGVTSLQEVNRVTSE.. 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LGFNNLRRSGLKKVMQGVTSLQEINRVTSE.. 570
consensus * *** ****!* ***!* !* ***

X non conserved

X similar

X ≥ 50% conserved


