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NTDB id 1147670 CKW36 RS19180 WP 032959911.1 MFSFFKKKTPPPAAPATPAPPPEPVVQPAEPV...........PPPADPSP.VDAAPVEPIPAQAAPLEP.AAVEPAPVA 67
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1147670 CKW36 RS19180 WP 032959911.1 PPPVPPQAAPEPVSE........PVSEPAAAAPKKASWLSRLKQGLART....GQSLGGIFVGVKVDENLFEELESALIM 135
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 1147670 CKW36 RS19180 WP 032959911.1 ADAGMEATEKLLTALRARVKKERIEDPAQVKAALRQLLAEHLKPLERGFDLR.RSQPLVVMIAGVNGAGKTTSIGKLAHT 214
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 1147670 CKW36 RS19180 WP 032959911.1 FQRQGASVLLAAGDTFRAAAREQLIEWGSRNNVTVIAQEGGDPAAVAFDAVNAGRARGAGVVMIDTAGRLPTQLHLMEEL 294
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 1147670 CKW36 RS19180 WP 032959911.1 KKIRRVIGKADAAAPHEVLLVVDGNTGQNALAQIRAFDAAIQLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPVPVYWIGV 374
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGV 396
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NTDB id 1147670 CKW36 RS19180 WP 032959911.1 GEGLEDLQPFVAEEFATALLAD 396
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD. 417
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