
logo MKI L I IVEDDFVIAESLAI
SELEKKWHNYEGVI

K
I
VVEEQFDNDHI ILKS IVFVKNAQHYQPQL IVLLDINLPSTFLNGFHWCQE IRKFTSNSVP I I F I SSR

NTDB id 1147656 CKV88 RS11980 WP 002464973.1 MKILIIEDDFVIAESLAIELEKWHYEVKIVEEFNHIIKVVKAYQPQLILLDINLPSFNGFHWCQEIRKFSSVPIIFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!!!*!!!!!!!!!!! !! !!*! ! *!! ! *!* * *!!!!*!!!!!!!* !!!!!!!!!!! ! !!!!!!!!!

logo

I
VDENMDQIMAIQMGGDDF I EKPFNLSLTIAKIQALLRRTYDFLS IVAINDHQSLETVKGCTVL IYLVDEAKI

V
S
VYNQENDQNS INQLSLTELQI LK

NTDB id 1147656 CKV88 RS11980 WP 002464973.1 VDEMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDFSIINHQLEVKGCVLYVDEAKISYNNDSINLSLTELQILK 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !* !* ! !!!! ! *!!!!* !* !*!!!!!!!!!!

logo LLFQNEDGKYVSRTATL I EKCWESENF IDDNTLAVNMTRLRKKI
L
K
N
A
TIG I

V
D
NDF I IKTKKNI

VGYKV
NTDB id 1147656 CKV88 RS11980 WP 002464973.1 LLFQNEGKYVSRTTLIEKCWESENFIDDNTLAVNMTRLRKKIKAIGIDDFIKTKKNIGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!* !!* !!! !!!!*!!!!
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X ≥ 50% conserved


