
logo MNHYIRTIGSML I LVYSMLAAFFLF IDKVFVNI IYFQGMFYTQI FG IPVFLFLNL I I I FLLC I IVGS IVLAYKINQQNDEWIKT
NTDB id 1147650 CKV88 RS08855 WP 002464446.1 MNHYIRTIGSMLILVYSMLAAFFFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIIFLCIIVGSILAYKINQQNEWIKT 80
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKT 80
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!!!*!!!!

logo QI ERS IMEGETVGINDQNI E I
LYSETI

L
D
ELYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKI I EDERQRLARELHDSVS

NTDB id 1147650 CKV88 RS08855 WP 002464446.1 QIERSIEGETVGINDQNIELYSETIELYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVS 160
NTDB id 5 SA RS09760 WP 001017131.1 QIERSMEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVS 160
consensus !!!!!*!!!!!!!!!!!!!*!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QQLFAASMMLSAIKETKTLEPPLDQQIP I LEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVI
VDLQKKVPMKVVHE I

NTDB id 1147650 CKV88 RS08855 WP 002464446.1 QQLFAASMMLSAIKETTLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVVDLQKKVPMKVVHEI 240
NTDB id 5 SA RS09760 WP 001017131.1 QQLFAASMMLSAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEI 240
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo QDEFKVPKGI EDHLFR ITQEAI SNTLRHSDNGTKVTVELFNKDEDYLLLR IQDNGKGFDNMVDNDEEKLVEKQSYGLKNMERERALE IGAT
NTDB id 1147650 CKV88 RS08855 WP 002464446.1 QEFKVPKGIEDHLFRITQEAISNTLRHSDGTKVTVELFNKEDYLLLRIQDNGKGFDMNDEVKQSYGLKNMEERALEIGAT 320
NTDB id 5 SA RS09760 WP 001017131.1 QDFKVPKGIEDHLFRITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGAT 320
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!! * * * !!!!!!!! !!!!!!!!!

logo FHI IVSLMPDASGTR I EVKAPLNKEDSYDD
NTDB id 1147650 CKV88 RS08855 WP 002464446.1 FHIISMPDAGTRIEVKAPLNKEDSYDD 347
NTDB id 5 SA RS09760 WP 001017131.1 FHIVSLPDSGTRIEVKAPLNKEDSYDD 347
consensus !!!*!*!! !!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


