
logo MRKKLQWINI
TFKFLQHHSTKTKRQLSKDAKQQIDLLLSNLNCKNLLAKFYGFTLYDQSFQFLNLQYMDTYKNKNQLPGNTNTI LQSQE I SNGATPCHNDQI LKSLLIG

NTDB id 1147640 CKV88 RS07070 WP 002464337.1 MRKQWINIFKFQHTTRQLSKDKQIDLLLNLNKLLAFGFTLYDSFQFLNLQYDYKNKNLPNNILQQISNGATCHDILKLLG 80
NTDB id 31 MW RS08000 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
NTDB id 15 SA RS07770 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG 80
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NTDB id 1147640 CKV88 RS07070 WP 002464337.1 FNNAVLMQVYLAERYGNLIDTLEEIANYLQTNRASEQQFIKTLQYPFILISIFLGMIILLNHTIIPQFQQLFNLMNVKLS 160
NTDB id 31 MW RS08000 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
NTDB id 15 SA RS07770 WP 000776422.1 YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS 160
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NTDB id 1147640 CKV88 RS07070 WP 002464337.1 SFQQLLLAVITALPSMILYFTSLLILILIAIKLIYQQFSVHRKIQFITKIPILSSYYKLLKTYYITNELCLFLKNGINLQ 240
NTDB id 31 MW RS08000 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ 240
NTDB id 15 SA RS07770 WP 000776422.1 SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ 240
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NTDB id 1147640 CKV88 RS07070 WP 002464337.1 SIVDVYINHNNDKFRQYLGEFILVQSEKGLTLPQIISKLPCFNKLLIKFINQGEKRGKLDIELKLYSQILIKQLQLKMHK 320
NTDB id 31 MW RS08000 WP 000776422.1 SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK 320
NTDB id 15 SA RS07770 WP 000776422.1 SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK 320
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NTDB id 1147640 CKV88 RS07070 WP 002464337.1 DIKIIQPIIFLFLAVFIMAIYLVIMLPMFQMMQNIN 356
NTDB id 31 MW RS08000 WP 000776422.1 QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
NTDB id 15 SA RS07770 WP 000776422.1 QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
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