
logo MKYDMLTNTQYDLSNTI SNDKKRQNQNALSDITNSDTKHDFNENKLLVQMQDLHQPTL IMI SRR IMKKTMFRGI
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MYKRASTVKQTFDFNSGKEQPFKTHNYV
NTDB id 1147626 CKV88 RS02355 WP 002465111.1 ....MTNQYLNISNDKQQLDTSTHFNNLLQQLHPTIMSRIMKMRISDCDKEDLYQEVIIRIYKATKTFDFNGKQPFKHYV 76
NTDB id 29 MW RS02705 WP 000872877.1 MKYDLTTQDSTI..KRNNAINDKDFEKLVMDLQPLIIRRIKTFGFNHYDLEDLYQEILIRMYRSVQTFDFSGEQPFTNYV 78
NTDB id 13 SA RS02890 WP 000872882.1 MKYDLTTQDSTI..KRNNSINDKDFEKLVMDLQPLIIRRIKTFGFNHYDLEDLYQEILIRMYRSVQTFDFSGEQPFTNYV 78
consensus *****!*!***! **** *****!**!***!*!*!**!!********!*!!!!!!**!!*!****!!!!*!*!!!**!!

logo QCVL I STSVKYDYLRKYLAI
TNRKRTMEDSNL INEYKRVKTYSPNCHASI LKYRFKYEDTVELNCNCYLYNKMLQALITKELQICGRQFKYLSAIVFEKEDVMTYLVMCQEYQYSKPKR

NTDB id 1147626 CKV88 RS02355 WP 002465111.1 QCVISSVKYDYLRKYLAINRRTESLINEYKVKYSNHSLYKETELCCLYKMQLTELQGQFKYLSIFEKEVMTLVCQYYSPK 156
NTDB id 29 MW RS02705 WP 000872877.1 QCLITSVKYDYLRKYLATNKRMDNLINEYRVTYPCAIKRYDVENNYLNKLAIKELIRQFKYLSVFEKDVMYLMCEQYKPR 158
NTDB id 13 SA RS02890 WP 000872882.1 QCLITSVKYDYLRKYLATNKRMDNLINEYRVTYPCAIKRFDVENNYLNKLAIKELICQFKYLSAFEKDVMYLMCEQYKPR 158
consensus !!*!*!!!!!!!!!!!!*!*!***!!!!!*!*!*********!***!*!****!!* !!!!!!*!!!*!!*!*!**!*!*
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NTDB id 1147626 CKV88 RS02355 WP 002465111.1 EIATILNVSDKKVYNAIQRSKQKIKVYC... 184
NTDB id 29 MW RS02705 WP 000872877.1 EIAQLMHVKEKVIYNAIQRCKNKIKRYFKMI 189
NTDB id 13 SA RS02890 WP 000872882.1 EIAQLMHVKEKVIYNAIQRCKNKIKRYFKMI 189
consensus !!!****!**!**!!!!!!*!*!!!*!****
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