
logo MTKQVAIGYLRQSTLMTKQQSLTATAQKNQAMTI ELAI
LAEKKHNHIQYHINTFFYSDKQSGRKNTDDKNRNSGYRQQI

M
I
T
Q
EL IQKQEGQCNDI

VLCCYRLNRLHRN
NTDB id 1147622 CKV88 RS00210 WP 002464576.1 MTQAIGYLRQSTLKQQSLTTQKNMIELLAKKHHIQHITFFSDKQSGRNDDRSGYQQMIELIQKEQCNVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
consensus !*!*!!!!!!!!*!!!!!**!!* !!**!*!!*!!*!*!*!!!!!!! ! !*!!*!***!!!**!!**!!!!!!!!!!!!

logo LKNALKL IMVKLCQTKHYHVHI LSVYHDGFYFNDMNDKQSAFDRFLKLNVI F I SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHRYH

NTDB id 1147622 CKV88 RS00210 WP 002464576.1 LKNALKLVKLCQKHHVHILSVYDGFFNMNQSFDRLKLNVFISLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYRYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
consensus !!!!!!!*!!!!**!!!!!!!*!!*!*!***!!!*!!!*!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!! !!

logo NGATF ITIDNKQTKNVKESALPTVKAVFDNYYLIKQGFHYGYKKIAQFLYLEAENDDHNKTYFLYIDNRQKPYQVRNI I LINPNYCGRVNINQYGQYFEDNI
MFTPSAI IVSTSTVI

NTDB id 1147622 CKV88 RS00210 WP 002464576.1 NGTFTINKKEALTVKAVFDYYIQGFGYKKIAQFLEENHYLIDRKPYQVRNIIINPNYCGRVINQYGQFDNIFTAIISTTV 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
consensus !!*!*!* ***!!!!!!*!!**!*!!!!!!!*!!** *!*!*!!!!!!!!*!!!!!!!!*!!!!!**!*!**!*!!**

logo YQEEQAQNRVI
L
TRSTNQKPQI

L
VKCQREKTSPSDENNQLKQKIKCPCFYCNDTSVTLTNLMTVIRKRKHNHSTLRYYVCPQKNMNQAASQRHFCVCDEPFTKTGINAKQDETLEDITEKSVLAENI

T
V

NTDB id 1147622 CKV88 RS00210 WP 002464576.1 YQQAQNIRTNKQLKCEPSNNQLKQKIKCPFCDSVLTNLTIRKRNHSLRYYVCPKNMNQAQHCCPFTTINAKDLEIEVLNI 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
consensus !**!! *!**!**! *!*!!!!!!!!!!*!***!!!*!*!!**!*!!!!!!!*!!!*****!*!**!!!**!! !! *

logo CKQRNDFYFQNKQHQRI
L
VYQSTMKLIKNQDGHTAIDQRKQTKRI

LKNRNQQRDNQKI SEKTHKHSTKTMLNTHQAEQL IDEKLAQDGAIKIDI
A
D
ETFRKEQTSQTS ILSRQEQNPSQKKPRTITSKS I SNDGTHTYQLIRQEHKTAI

F
K
Q

NTDB id 1147622 CKV88 RS00210 WP 002464576.1 CRNFFQNKHVYQMLQDAIRTKLKNNQQKSTKSKMTQAQLIDKLAQGAIDIDTFRKQTSTISQENKKISKINDTQLQEAFK 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
consensus !**!*!!* *!**** *! **!**************!!!*!!!!* !!**!!!*!!****!* *****!* !** ***

logo NVI ITQKQYRFTLNI
M
TLYPYIDETE INHINSTQKDMNKNQSVLAIG IYFKNEPLNIVKNQNTKMEQLSS IAV

NTDB id 1147622 CKV88 RS00210 WP 002464576.1 NVITQYFTLNTLYPYIEEIHINQMKQVIGIYFKNEPLNIVNQNK..... 444
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
consensus !*!***!!!!*!!!!!**!*!** !***!!!!!!!!!!!!*!** **

X non conserved

X similar

X ≥ 50% conserved


