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NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQ.AINEGKTPSLTSTD.. 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEE.ALSRGWSVKSGTGTED 71
NTDB id 1354 HI 0299 AAC21963.1 ..MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTS...CTGG 75
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTN...CTGG 75
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGS.... 76
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1147577 CKW05 RS10750 WP 058482456.1 .........MAIKGFTLIEFMIVVAIIAILVVIAIPFLQTYLIRARVSEGLELVAPAKLAVTETAINTNVLPASQAQTGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1197 PSJM300 03940 AFN76866.1 ....EGYIGITDS.TSYCDVDLD.....TAADGHI...ECTAKGGNAGKFDGKTITLNR.............TADGEWSC 125
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGVAADANKLGTIALKP....DPADGTADITLTFTMGGAGPKNKGKIITLTRT............AADGLWKC 135
NTDB id 1354 HI 0299 AAC21963.1 KNGIA.......ADIKTAKGYVASV.....ITQSGGITVK..........GNGTLANMEYI....LQAKGNAAAGVTWTT 129
NTDB id 1365 NTHI RS01955 WP 011271973.1 KNGIA.......ADITTAKGYVKSV.....TTSNGAITVK..........GDGTLANMEYI....LQATGNAATGVTWTT 129
NTDB id 1119 NGFG RS11465 WP 017147169.1 ASPP..........TDIKGKYVKEVE.....VKNGVVTATMLSSGVNNEIKGKKLSL..........WGRRENGSVKWFC 128
NTDB id 1191 AAC28468.1 484..945( ) N.......VIFDSANGLDGKYFAPG.GVTVTPDTGAINIAFDAG....ANAGKTMTITPTVIA.......ASGQISTWTC 135
NTDB id 1424 RS RS02795 WP 011000517.1 .S.......VF...TP..TKNVANLTIAGTGTVPGQITVTYTTA.....AGGGTLALVPTAAGTALPVSSAPSGPIMWTC 138
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGV..QEISASNA..TTNVAT..ATCGASSAGQIIVTMDTT....KAKGANITLTP.TY.........ASGAVTWKC 132
NTDB id 1147577 CKW05 RS10750 WP 058482456.1 VSP...........AA..TSYVNS..II..IDPGGVITITYTAT.....AGGGTIIFMPTLQ.........GNGDMTWDC 120
NTDB id 1258 GCO85 RS09745 WP 014844212.1 VSP...........AA..TPNVQS..IA..IGANGVITITYTAA.....AGGGTIIMTPTLQ.........ANGDVTWTC 120
NTDB id 1274 LPP RS09530 WP 011214168.1 VSP...........AA..TPNVAS..IA..IGANGVITITYTAA.....AGGGTIVMTPTLQ.........ANGDVTWTC 120
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NTDB id 1365 NTHI RS01955 WP 011271973.1 TCKGT................DASLFPANFCGSVTQ.. 149
NTDB id 1119 NGFG RS11465 WP 017147169.1 GQPVTRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1191 AAC28468.1 484..945( ) APGAANG.............IETRRLPTSCQ*...... 153
NTDB id 1424 RS RS02795 WP 011000517.1 YAQNKAQAASSV.APSGTMSLAAKYAPAECR....... 168
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