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NTDB id 425 SGO RS10525 WP 012131081.1 ...MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNN.QKTATTVTTSYKNSNSTTEAVDKVKDAVVSV 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 ...MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 256 KZH43 RS10270 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 215 SPD RS10945 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 181 SPR RS10425 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 145 SP RS11450 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.S.NNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 1147519 CKV85 RS11600 WP 095123680.1 MEGISLKKNGKIKLLPTI...LVGFLAGLVGAYLMLNLSGRSNLSLNDTGQTTTTSKVVYNNTTDTTKAAKTVQDAVVSV 77
NTDB id 381 SMU RS09890 WP 002262650.1 MNN..TKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSF..SNN.GKTTVSNVIYDTKSNTTKAVKNVKNTVVSV 75
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NTDB id 425 SGO RS10525 WP 012131081.1 ITYSESNSDAI...F....D...NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIV 146
NTDB id 539 SM12261 RS09395 WP 000681587.1 ITYSANRQNSV...F....G...NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 256 KZH43 RS10270 WP 000681597.1 ITYSANRQNSV...F....G...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 215 SPD RS10945 WP 000681597.1 ITYSANRQNSV...F....G...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 181 SPR RS10425 WP 000681597.1 ITYSANRQNSV...F....G...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 145 SP RS11450 WP 000681597.1 ITYSANRQNSV...F....G...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIV 145
NTDB id 1147519 CKV85 RS11600 WP 095123680.1 INYQKSSNSSLNDFYSQMFGGQNDSNANNNDMNVYSEGSGVIYKKSGGSAYVVTNNHVIDRAESIEIMLSDGTKVVGDLV 157
NTDB id 381 SMU RS09890 WP 002262650.1 INYQKTDNSYY.....NYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLV 150
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NTDB id 425 SGO RS10525 WP 012131081.1 GTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQT 226
NTDB id 539 SM12261 RS09395 WP 000681587.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 256 KZH43 RS10270 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 215 SPD RS10945 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 181 SPR RS10425 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 145 SP RS11450 WP 000681597.1 GADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQT 225
NTDB id 1147519 CKV85 RS11600 WP 095123680.1 GADIYSDLAVVKIAADKVSTVAEFADSDKLNVGEIAIAMGSPLGTEYANSVTQGIVSSLSRTVTLKNDNGETISTNAIQT 237
NTDB id 381 SMU RS09890 WP 002262650.1 GSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQT 230
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NTDB id 425 SGO RS10525 WP 012131081.1 DAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSL 304
NTDB id 539 SM12261 RS09395 WP 000681587.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNI 301
NTDB id 256 KZH43 RS10270 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 215 SPD RS10945 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 181 SPR RS10425 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 145 SP RS11450 WP 000681597.1 DTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNV 301
NTDB id 1147519 CKV85 RS11600 WP 095123680.1 DAAINPGNSGGALINIKGQVIGINSSKISSTSN..AREAVEGMGFAIPSNDVIKIINQLEKNGQVTRPALGITMVDLTEL 315
NTDB id 381 SMU RS09890 WP 002262650.1 DAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEA 310
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NTDB id 425 SGO RS10525 WP 012131081.1 SSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTT 384
NTDB id 539 SM12261 RS09395 WP 000681587.1 NTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 256 KZH43 RS10270 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 215 SPD RS10945 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 181 SPR RS10425 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 145 SP RS11450 WP 000681597.1 STSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTS 381
NTDB id 1147519 CKV85 RS11600 WP 095123680.1 STSVIAELKIPESVTGGIVVASVQEGMPASNKLKQYDVITKIDDKDITSSSDLQSILYGHEIGDTIKVTYYRGKDKQTTD 395
NTDB id 381 SMU RS09890 WP 002262650.1 STSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVE 390
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logo IQKLDTNKTSTSDQGDLDNSEHSERN
NTDB id 425 SGO RS10525 WP 012131081.1 IKLTKSTDDLSSE. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 IKLDKSSGDLES.. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 215 SPD RS10945 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 181 SPR RS10425 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 145 SP RS11450 WP 000681597.1 IKLNKSSGDLES.. 393
NTDB id 1147519 CKV85 RS11600 WP 095123680.1 IKLTKSTQDLDSRN 409
NTDB id 381 SMU RS09890 WP 002262650.1 IQLTKTSQDLNH.. 402
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