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LYDAML I EQNAYCYLGAENGAPDEDKFVITKENNQKTKLARDQLHNLTSAKEEWRRASYFQFLI F IKAATQTS
NTDB id 1147510 CKV85 RS10430 WP 095123575.1 MNFEKIESAYQLLLENCQLIENEIKTTIYDAMIEQNAYYLGAENAPEKVTENNQTLADLHLTAEEWRRAYQFLFIKAAQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!!!*!!!**!****!**!!!*!!!!!*!!!!!*!*****!!!**!**!*!**!!!!!**!!*!!!!*!*

logo

E
Q
P
QLQASNHQFTPDTS IGFLI LI LYLVLETGLTSNKESHQLDLI I E IGSGTGNLAQETI LVNNTSDSRKNS IDYI

L
MGLI ELVDDLL IDLSASVIAEDI

V
V
L
G
DSS

NTDB id 1147510 CKV85 RS10430 WP 095123575.1 EPLQANHQFTPDTIGFLLLYLVETLTSKEHLDLIEIGSGTGNLAQTILNNTDRNIDYLGLELDDLLIDLSASVAEIVGSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!!**!!!*!*!!*!**!!*!!!!!!!!!!!*!!*!!****!!!*!*!*!!!!!!!!!!*!****!!

logo VHFLVQEDAVRPQI LKESDI
V I LIGSDLPVGYFYPNDDKIAKQRYQVAASKDLGHTYAHHLLMEQSLKYLKQKDEGLAI LFLAPTVDLLTSAEQ

NTDB id 1147510 CKV85 RS10430 WP 095123575.1 VHFLQEDAVRPQILKESDVILGDLPVGYYPNDDIAKRYQVAASDGHTYAHHLLMEQSLKYLKQDGLAILLAPTDLLTSAQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus !!!*!!!!!!!!!!!!!!*!**!!!!!*!!!!*!!*!!!!!!**!!!!!!!!!!!!!!!!!!**!!!!*!!!*!!!!!*!

logo SDPLLKTKWLSQSNYNAVSTI LAVITSLPDEHALI FGKNQPKKSNAIKSVI FVLKKQMSVQEQKSVLETSFAVYHPLATDI
LQNDPDE I

VLQRDRFMEKKNLFKNKWKDEDNAVI
F

NTDB id 1147510 CKV85 RS10430 WP 095123575.1 SDLLKTWLSSYASILAVITLPDHLFGNPKNAKSVFVLKKQMVEKVETFAYHLADIQNPDILQDFMEKLKNWKDDNAI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!*!!*****!!!!!*!!***!****!*!!*!!!!!!*****!*!*!*!*!*!*!**!**!!***!*!!*!!**
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