
logo MQKGALI LIVTF ILL I FGCVLIVVVFHEFGHFYFFAKKRSGI LVREFAVIGMGPKI FAHTGKDGTAVYTIR I LPLGGYVRMAGWGDEDKTTE IKT
NTDB id 1147506 CKV85 RS09940 WP 095123523.1 MQGLLVFILIFGVLVVVHEFGHFYFAKKSGILVREFAVGMGPKIFAHTGKDGTAYTIRILPLGGYVRMAGWGDDKTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !*****!*!!!*!*!!*!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!*!!!!!

logo GTSPASLTLNGKEDGVKVTRR INLSQDRQVDQTSALPMNVTAYDLEDRKLTITGLVLEGETKTYPEVHDHDATIVEEDGTEVLR IAPLKDVQY
NTDB id 1147506 CKV85 RS09940 WP 095123523.1 GTPASLTLNKEGVVTRINLSQRQVDQTSLPMNVTAYDLEDRLTITGLVLEETKTYPVHHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!*!*!*!*!!!!!*!!!!!!*!!!!!!!!!!!!*!!!!!!!!*!!!!!*!*!!!!!!!!!!!!*!!!!*!!!!

logo QNATSVIWGRML ITNFAGPMNNF I LGTVLVF I LI LMAFVQGGTVPQDPTESTNQLVIRQVTADNGGAMAQVASGVLKDTGDRAI LVQAIGNSKSDQKI
V
S
T
N
DWEDDSLTKVE

NTDB id 1147506 CKV85 RS09940 WP 095123523.1 QNATVWGRMITNFAGPMNNFILGTLVFILLMFVQGGTPDPETNQVRVTDGGAMQVAGVKDGDRILQIGSSQISNWEDLTV 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!**!!!*!!!!!!!!!!!!!!*!!!!*!*!!!!!**!**!!***!**!!!*!!*!*!*!!*!**!*******!**!**

logo AVLDRKETNTQNKLFKSKGQDS ILDSVLTVKARQSDNGQEKETLI SVAKPKQEKSSNQGSFYI
F
I
LGVMSPGVLKTGFLMKDKVIVFGGI

F
R
Q
E
M
S
AWQEGATVAI ILRAATLKNGL ITDN

NTDB id 1147506 CKV85 RS09940 WP 095123523.1 AVDKTTQNLKKGQSIDVLVKAQDGQEKTLSVAPKSSNGSFIIGVMPGLKTGFMDKVVGGIRESWQGATVIIRALKNLITD 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!!***!!*!**!*!!***!!!*!*!!*!* !*!!***!!*!*!!!!**!!**!!****!*!!!*!***!!*!!!*

logo FSLNKLGGPVAMYFQMSNAKQAASKESGLVIDS I LYDLMAGMLS INLGVI FNLVIP IPALDGGKI FV I
MNI I EA IRRKPLSNQEVI ETSYITLAGV

NTDB id 1147506 CKV85 RS09940 WP 095123523.1 FSLNKLGGPVAMYQMSNKAAKSGLVDILYLMAMLSINLGVFNLVPIPALDGGKIFINIIEAIRRKPLSQEVETYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!!!!!!!!!!*!!!**!**!!!**!!*!!*!!!!!!!*!!!*!!!!!!!!!!**!!!!!!!!!!!*!!*!*!!!!!!!

logo

G
A
I
VML

V
I
VLMIAVTWNDIMRAFF

NTDB id 1147506 CKV85 RS09940 WP 095123523.1 GIMLILMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus **!**!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


