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NTDB id 615 LCA RS02545 WP 011374200.1 MGQQV.IACGRQFTAAQLADTQNN.....NYSLPQIKRRPAFLRVKHRLVCQRCQQ.VVPPQTCLPDGRHYCAQCLLFGR 73
NTDB id 593 KW2 RS05130 WP 021037147.1 MNLILENLLGHLLLEKDISAFNNFTDQVNNENKL.IKIGAMTSVNANKVRCNRCGTIHIKTNVKLPIGAFFCPTCLELGR 79
NTDB id 1147500 CKV85 RS08955 WP 095123387.1 MKKSQ.EKAGCWFTQEDLL.........PEDLQMAVPLDA.LIKQQDTWYCRRCGV.SIRQNWKLPTGYYYCRSCILLGR 68
NTDB id 277 KZH43 RS10090 WP 000867601.1 MKVNL.DYLGRLFTENELT.........EEERQLAEKLPA.MRKEKGKLFCQRCNS.TILEEWYLPIGAYYCRECLLMKR 68
NTDB id 236 SPD RS10765 WP 000867601.1 MKVNL.DYLGRLFTENELT.........EEERQLAEKLPA.MRKEKGKLFCQRCNS.TILEEWYLPIGAYYCRECLLMKR 68
NTDB id 202 SPR RS10250 WP 000867601.1 MKVNL.DYLGRLFTENELT.........EEERQLAEKLPA.MRKEKGKLFCQRCNS.TILEEWYLPIGAYYCRECLLMKR 68
NTDB id 167 SP RS11275 WP 000867616.1 MKVNL.DYLGRLFTENELT.........EEERQLAEKLPA.MRKEKGKLFCQRCNS.TILEEWYLPIGAYYCRECLLMKR 68
NTDB id 507 SM12261 RS09240 WP 000867722.1 MKVNP.NYLGRLFTENELT.........EEERQLAEKLPA.MRKEKGKLFCQRCNS.TILEEWYLPIGTYYCRECLLMKR 68
NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVNP.NYLGRLFTENELT.........KEERQLAEKLPA.MRKEKGKLFCQRCDS.AILDEWYLPIGAYYCRECLLMKR 68
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NTDB id 615 LCA RS02545 WP 011374200.1 LVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVCL 153
NTDB id 593 KW2 RS05130 WP 021037147.1 VRSDEYFYHLPQQDFPEK..TYLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVGL 157
NTDB id 1147500 CKV85 RS08955 WP 095123387.1 LTQENHLYYFPPKSFPHS..DCLKWGGQLTPYQQNISDKLVKAIEDRQDSLVHAVTGAGKTEMIYQAVATTINQGGQVCL 146
NTDB id 277 KZH43 RS10090 WP 000867601.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 236 SPD RS10765 WP 000867601.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 202 SPR RS10250 WP 000867601.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 167 SP RS11275 WP 000867616.1 VRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 507 SM12261 RS09240 WP 000867722.1 VRSDQSLYYFPQEDFPKQ..DVLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VRSDQVLYYFPQEDFAKQ..DILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
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NTDB id 615 LCA RS02545 WP 011374200.1 AAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQ 233
NTDB id 593 KW2 RS05130 WP 021037147.1 ASPRIDVCIELHQRLSRDFTCQI.PLLYH.EGDSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALEN 235
NTDB id 1147500 CKV85 RS08955 WP 095123387.1 ASPRIDVCLELYNRLVRDFSCDV.DLLHG.QSQPYSGAPLVVATTHQMLKFYKCFDLILVDEVDAFPYVDDPVLYHAVST 224
NTDB id 277 KZH43 RS10090 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHG.ESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 236 SPD RS10765 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHG.ESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 202 SPR RS10250 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHG.ESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 167 SP RS11275 WP 000867616.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHG.ESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 507 SM12261 RS09240 WP 000867722.1 ASPRIDVCLELYKRLQKDFACEI.ALLHG.ESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 535 SMSK321 RS10515 WP 000867726.1 ASPRIDVCLELYKRLQDDFACEI.SLLYG.ESEPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
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NTDB id 615 LCA RS02545 WP 011374200.1 ACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLKTQ.QI 312
NTDB id 593 KW2 RS05130 WP 021037147.1 AKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYK.............KFIEQRKTGFPL 302
NTDB id 1147500 CKV85 RS08955 WP 095123387.1 AKKDSGVTIFMTATSTKALDKRVRRKELQKLTLSRRFHGNPLIIPKTLWLSSLEKQVHEGRLPKKLERQLIKQLSTDYPL 304
NTDB id 277 KZH43 RS10090 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 236 SPD RS10765 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 202 SPR RS10250 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 167 SP RS11275 WP 000867616.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 507 SM12261 RS09240 WP 000867722.1 SVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLSPKLKSYIEKQRKTGYPL 304
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLSPKLKSYIEKQRKTGYPL 304
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NTDB id 615 LCA RS02545 WP 011374200.1 LLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNE 392
NTDB id 593 KW2 RS05130 WP 021037147.1 LIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEHPNFTK 382
NTDB id 1147500 CKV85 RS08955 WP 095123387.1 LIFVPEIDFGKTLTNIFHRYFPQVTTKFVASTSLDRVELVQQFREGTTRILITTTILERGVTFPKVDVFVLLAHHRLFTS 384
NTDB id 277 KZH43 RS10090 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 236 SPD RS10765 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 202 SPR RS10250 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 167 SP RS11275 WP 000867616.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 507 SM12261 RS09240 WP 000867722.1 LIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
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NTDB id 615 LCA RS02545 WP 011374200.1 AVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 593 KW2 RS05130 WP 021037147.1 SALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 1147500 CKV85 RS08955 WP 095123387.1 SSLIQISGRVGRSMERPTGDLFFFHEGLTKAIKETRREIKKMNQLGGF..... 432
NTDB id 277 KZH43 RS10090 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
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