
logo

MMKLWMQESDKAYIWLIADQERYKLVYIRKDREFNYRWKKWLI FVIAMPVCGLSIVLC I
V
T
A
L
V
G
C
V
L
I
VLATL

G
G
M
L
L
V
I
A
V
I
L
A
F
G
V
C
G
F
I
S
GFLYF IVWLFHMVLNQTKCGNSPGQSAAQPGHKQENQTKSPAEMVSTEKAQTEENLTEPSTNQVSLEWYQNSTADKLEEVTALLASTVASAAISVDSSKQTDTLSSQSALTSVI

K
T
S
S
E
A
S
K
D
P
S
V
E
A
E
S
V
Q
T
V
N
K
F
S
K
N
K
E
K
S
T
E
E
H
Q
S
K
A
G
Q
S
E
A
K
S
E
A
E
P

NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCL...VLLGIIAGGFYWHQSQQKQKVTQNEQ.....LLATSASKT.......KPATKKTHQAA 65
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAV..LMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSE 77
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVC..ALIAGGIFYIFTNSPK.PAETLSVENL......SSSS.....TKSSVSKFNSSSSE 64
NTDB id 1147496 CKV85 RS08295 WP 095123270.1 .MLEDILEKIREYKLIAGLTLVILTLLVVCSFLVVNGSQKEPESTLPSWSKE....VSSDSDT...AISSEEVKKKQAKE 72
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGL..GL.LVGGFFLLKPAPHTPVKETNLQAEV....VAISKDS...STEKDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGL..GL.LVGGFFLLKPAPQTPVKETNLQAEV....VAVSKDS...VSEKEVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGL..GL.LVGGFFLLKPAPQTPVKETNLQAEV....AAVSKDS...STEKEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGL..GL.LVGGFFLLKPAPQTPVKETNLQAEV....AAVSKDL...VSEKEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGL..GL.LVGGFFLLKPAPQTPVKETNLQAEV....AAVSKDL...VSEKEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGL..GL.LVGGFFLLKPAPQTPVKETNLQAEV....AAVSKDL...VSEKEVNKEEKEEP 68
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NTDB id 613 LCA RS05340 WP 231952379.1 TKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQ 145
NTDB id 300 STER RS07485 WP 011681496.1 KVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQT..... 151
NTDB id 595 KW2 RS08725 WP 021037687.1 KNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTD..... 138
NTDB id 1147496 CKV85 RS08295 WP 095123270.1 QDTDVITVDVKGAVKKPGVYQLPD.KSRVNEAVLLAGGVTEEADRKSVNFAQKLTDEAVIYVASQGEDISVVPKD..... 146
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHT...... 141
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQA...... 141
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT...... 141
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT...... 141
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT...... 141
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT...... 141
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LGAPQGKKRAEQQDVI LIADFYHRMDEEKSAHQSNGDGKFQKQS IVEDDELGQSKNKVGSGFIGEPADGKTFLI
NTDB id 613 LCA RS05340 WP 231952379.1 IATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTF 225
NTDB id 300 STER RS07485 WP 011681496.1 ..........GTGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTL 221
NTDB id 595 KW2 RS08725 WP 021037687.1 ..........SPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTL 208
NTDB id 1147496 CKV85 RS08295 WP 095123270.1 ..........PAVLANE..PAASSVSDKINLNTATLTDLQTISGIGQKRAQDILDYRDSSGGFKSVEDLSNVSGIGEKTL 214
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .............GSGA..PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 493 SM12261 RS04300 WP 000387351.1 .............GPGT..ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 153 SP RS04730 WP 000387344.1 .............GSGT..ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 263 KZH43 RS04195 WP 000387330.1 .............GLGT..ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 222 SPD RS04535 WP 000387330.1 .............GLGT..ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 188 SPR RS04295 WP 000387330.1 .............GLGT..ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
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NTDB id 613 LCA RS05340 WP 231952379.1 EQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 DKIRESLYVA 231
NTDB id 595 KW2 RS08725 WP 021037687.1 EKLKDEISID 218
NTDB id 1147496 CKV85 RS08295 WP 095123270.1 EKLREEVTVD 224
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 EKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 EKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 EKLKDYVTVD 216
consensus **********

X non conserved

X similar

X ≥ 50% conserved


