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NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGFILVVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSE 80
NTDB id 1147493 CKV85 RS08255 WP 095123263.1 MTDNL..IFTFRDLIIAGLMSVLVLIFVFLIVREALNGKRTQLLTDQVRDLISGEYAINQVTRGSSEIRTLAQHLNDLSE 78
NTDB id 375 SMU RS06880 WP 002262929.1 MTNVFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSE 80
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NTDB id 414 AAK55818.1 838..2187( ) VIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSPE 160
NTDB id 1147493 CKV85 RS08255 WP 095123263.1 VFRLTHENLEQEKNRLSSILSYMSDGVLATDRRGNIIMINEMARQQLNLPEAGDVQLNIMTILE.ETSYTYHDLITKTPE 157
NTDB id 375 SMU RS06880 WP 002262929.1 VFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLITKTPE 159
consensus !*!!!*!!!*!!**!!*!!!*!!*!!!!!!*!*!*!**!!**!**!!** ** ** *!***!* ***!** !!!!**!!
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NTDB id 414 AAK55818.1 838..2187( ) LLLDSQDINGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALC 240
NTDB id 1147493 CKV85 RS08255 WP 095123263.1 VTLNRVDEFGEFTVLRINFALIKRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALK 237
NTDB id 375 SMU RS06880 WP 002262929.1 IVLTRRDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALT 239
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NTDB id 414 AAK55818.1 838..2187( ) ETVAPDFIKVSLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE..KEKKYELVRDYPINS 318
NTDB id 1147493 CKV85 RS08255 WP 095123263.1 ESVAPGFIKVSLDETNRMMRMITDLLSLSRIDNDKSHIEVELTNFTAFITYILNRFDQIKLQNTQAGKSYEIIRNYPLVP 317
NTDB id 375 SMU RS06880 WP 002262929.1 ESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQ.STNKVYEIIRDYPDKS 318
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NTDB id 414 AAK55818.1 838..2187( ) IWMEIDTDKMTQVVDNILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQGGTG 398
NTDB id 1147493 CKV85 RS08255 WP 095123263.1 IWIEIDNDKMTQVIDNIINNAIKYSPDGGEIIVSMRTTETQLIISISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGSG 397
NTDB id 375 SMU RS06880 WP 002262929.1 VWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTG 398
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logo LGLAS IAKE IVIKQHNKGF IWANKSDEEYGEKGSTFTIVLPYDENKNDAINDLVAEKEIVDDEVEWEDEDESDEVDENDES
NTDB id 414 AAK55818.1 838..2187( ) LGLSIAKEIIKQHKGFIWAKSEYGKGSTFTIVLPYDKDAVKE.EVWEDEVED* 449
NTDB id 1147493 CKV85 RS08255 WP 095123263.1 LGLSIAKEIIKQHNGFIWAKSDYGKGSTFTIVLPYEKNILEVDEEWEESDN.. 448
NTDB id 375 SMU RS06880 WP 002262929.1 LGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAI.DEWEEDEDES 450
consensus !!!*!!!!!*!!!*!!!!!*!**!*!!!!!!!!!!*** * * **!!*****
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