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NTDB id 1147488 CKV85 RS07610 WP 095123110.1 MPKKYYSKRKTTSLVSALAVIIPIALGLIAGSDHLSDSNPLKQIASVITNNKADQIVSNGSTSHEDTPSQRLAESVLTDQ 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIG.LLVLLLLST....GSY......YIKQMPSAPNSP...KTNLSQKKQASEAPSQALAESVLTDA 61
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIG.LLVLLLLST....GSY......YIKQMPSAPNSP...KTNLSQKKQASEAPSQALAESVLTDA 61
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIG.LLVLLLLST....GSY......YIKQMPSAPNSP...KTNLSQKKQASEAPSQALAESVLTDA 61
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIG.LLVLLLLST....GSY......YIKQMPSAPNSP...KTNLSQKKQASEAPSQALAESVLTDA 61
consensus **!*****!** !*!****** !!* **!!**!***** *************!!!*!!!!!!!!*

logo VRKKSQLIGKNGDS ILQEWNGSGAF I IVNGNKTGNI
LDAQKVSSMKPYVADNQKTKRTVQGGKAEVTVPTVANALLSKEASTRQYRKDNRDKSETGNGSTASWKTPAPG

NTDB id 1147488 CKV85 RS07610 WP 095123110.1 VRKQLGNDIQWNGSGAFIINGNKTGIDAQVSSMPYVDNQTKRVQGAVVPTVANALLSKESRQYRDRDSTGNGSTAWKPAG 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 VKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPG 141
NTDB id 221 SPD RS09380 WP 001036779.1 VKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPG 141
NTDB id 187 SPR RS08930 WP 001036779.1 VKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPG 141
NTDB id 152 SP RS09870 WP 001036779.1 VKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPG 141
consensus !**!******!!!!!!!!*!!!!!**!!*!!!*!!*!!*!!*!****!!!!!!!!!!!**!!!**!**!!!!!!*!*!*!

logo WHQI
V
H
K
D
NLPKGESYDTHAI

VDRGHL ILGYALAIGSGI
L
K
DGFDPASATSNPQKNIAVQTAWSANQANQDASEYSTGQNYYETSQKVRRKALDNQNKRVRYR

NTDB id 1147488 CKV85 RS07610 WP 095123110.1 WHQIHDLPGEYDHAIDRGHLIGYALAGSIKGFDPSASNPQNIAVQTAWSNQANDSYSTGQNYYETQVRRALDNNKRVRYR 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 WHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYR 221
NTDB id 221 SPD RS09380 WP 001036779.1 WHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYR 221
NTDB id 187 SPR RS08930 WP 001036779.1 WHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYR 221
NTDB id 152 SP RS09870 WP 001036779.1 WHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYR 221
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NTDB id 1147488 CKV85 RS07610 WP 095123110.1 VTLIYDGD.NIIASGSHLEAKSSDGNLEFNVFVPNVQSGLTINYANGKIQVND 292
NTDB id 262 KZH43 RS08770 WP 001036779.1 VTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 VTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 VTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 VTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!*!********!*!**!!!!!!!*!!!!!*!!!!!*!!***!**!***!**

X non conserved

X similar

X ≥ 50% conserved


