
logo

MEF
M
A
L
V

D
G
S

I
N
G
R
V
T
K
N
I
D
M
V
M
P
T

R
V
H
K
YCSFCNGEKVNEQDENEPQQVRKRKI LIANGENDNDGAVF ICDENYECVAEGLASYQSE I IKRYGEEELKAEFEKVELPAKQSHNTDELFSDEKDVI

P
T
KPKELKLDAI

V
YL

NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 1147487 CKV85 RS06945 WP 017768796.1 ..MVDNRTNDVMVYCSFCGKNQEQVKKIIAG..NGVFICDECVALSQEIIKEELAEEVLA.....DLSDVPKPKELLDVL 71
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVLA.....DLSEVPKPKELLAIL 71
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NTDB id 1475 Cj0275 YP 002343717.1 DRYVIGQDRAKKVFSVGVYNHYKRLFKAELQ.DDDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEAG 159
NTDB id 1147487 CKV85 RS06945 WP 017768796.1 NQYVVGQDRAKRALAVAVYNHYKRVSFTESRDEEDVVLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATSLTEAG 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
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NTDB id 1475 Cj0275 YP 002343717.1 YVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPN 239
NTDB id 1147487 CKV85 RS06945 WP 017768796.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPN 231
NTDB id 379 SMU RS04375 WP 002262816.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
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NTDB id 1475 Cj0275 YP 002343717.1 QEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAKE..ENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNE 317
NTDB id 1147487 CKV85 RS06945 WP 017768796.1 QEMIQIDTKNILFIVGGAFDGIEEIVKQRLGEKIIGFGQNNKKVSDDSSYMQEIISEDIQKFGLIPEFIGRLPVTAALEQ 311
NTDB id 379 SMU RS04375 WP 002262816.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQ 311
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NTDB id 1475 Cj0275 YP 002343717.1 LNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIV 397
NTDB id 1147487 CKV85 RS06945 WP 017768796.1 LTVDDLITILTEPRNALVRQYETLLSYDDVELSFDREALEAIAEKAIDRKTGARGLRSIIEETMLDIMFEVPSQENVKRV 391
NTDB id 379 SMU RS04375 WP 002262816.1 LTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCV 391
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logo R ITKKEVAVDEKDGNTADGHKAPLI L IEKTRAKS I S
NTDB id 1475 Cj0275 YP 002343717.1 .ITKEVVKDNAKALLIKRKIS 417
NTDB id 1147487 CKV85 RS06945 WP 017768796.1 RITKEAVDGTGHPILETA... 409
NTDB id 379 SMU RS04375 WP 002262816.1 RITKKAVEGTDKPILETAS.. 410
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