
logo MASDENRSTHLEKEVEKEYTWDLSTTI
VFAQTDAHDWE I

TERYEQSLTEVQTDI
LKAKAYQSASLYAQGHLLDSAKQDNLLGRATTELRSYLMASLLMRRLEKI

LYVYASMKND
NTDB id 1147482 CKV85 RS03690 WP 095122137.1 MAENRSHLKVEETWDLSTVFQTDHDWEIERQSLETDIKAYQSLQGHLLDSAQDLLRTTERSLALLRRLEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *!!*!! !!!!*!*! !!*!!! ! ! !*! !!!!!!! !! !! * !*!!!!!*!!!!!!!!!

logo QDTTEVGSLYYQELYEQAKASNSLSYASLQLYSEQATFAFYFYEPEFLMAI
L
D
T
D
E
D
K
A
KLAEFKLEQEPGLGQLYDQHYFDERLLAANKDPHVLSQEAEESLLAAGA

NTDB id 1147482 CKV85 RS03690 WP 095122137.1 QDTTESYYQELEAKASSLSALYSQTFAFYEPEFLAITEDALAEFLEQEPGLQLYQHYFDRLLAAKPHVLSQEAESLLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!! !!! !!!! ! ! !!**!!!!*!* * !!!! !!!!!! !! !!!*!!!! !*!!!!!!!! !!!*!

logo

G
T
D
E I FGNAGAPSTDETFNS IVFLDNADI

V
L
T
F
YPWVSTDNDGQGDELVVELTHGNF I STLMESKDNRADI

VRKQGAYEAMYYGTVYEQFQHTYAKQTLQGTNVVKVH
NTDB id 1147482 CKV85 RS03690 WP 095122137.1 TEIFGAASETFSIFDNADVTYPWVTNDQGELVELTHGNFISLMESKNRAVRQGAYEAYYGVYEQFQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ****!! * !!!!* *!!!* !!**!!!!!!!!!*!!!!! ! *! !!!!! !! !!!!!!!!! !!! !!!!

logo NYQAKI
VRGHYDNSARHQAALAASNF IPEASVYDSTL ILESVVHNKQHNLPLLHRYLMADLRKQKLVLGQLVDENLKMYDVYTPLSETDTEHMTAI

LTYEPEQASLVEK
NTDB id 1147482 CKV85 RS03690 WP 095122137.1 NYQAKIRGYDSARQAALASNFIPEAVYDTLIEVVHQNLPLLHRYMALRQKLLQVDNLKMYDVYTPLSTDHMAITYPQAVE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !!!!!*!*! !!!*!!!! !!!!! !!!*!*! !* *!!!!!!!* !! !*! *! !!!!!!!!!!! * !*!!* *

logo KAEREQVLAS I FGEQDEYSKYGRVDHARAFSTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNT
NTDB id 1147482 CKV85 RS03690 WP 095122137.1 KARQVLSIFGQDYSYRVDRAFSERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !! !! !!! *!! !* !!*!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLKEAVKDSDKRETRFAI LNHYLDGFKGTVFRQTQFAEFEHQAL IHEQADAQDSGKQI
VLTASDF

NTDB id 1147482 CKV85 RS03690 WP 095122137.1 QPYVYGDYSIFLAEIASTTNENILTETLLKEAKSDRERFAILNHYLDGFKGTVFRQTQFAEFEQLIHQADQDGKVLTSDF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! ! !* !!!!!!!!!!!!!!!!!!!!!!!!!!* !! !! ! *!! !!

logo

L
MNKLTYADLNEKRYYGNLKTAEKDNPYE IQFEWAER IPHFYMYNFYYVYQYATGFAAASYLAEKR IVHGDTAEEDKETAKYLDTYLKAGSSDYPL

NTDB id 1147482 CKV85 RS03690 WP 095122137.1 LNKTYADLNERYYGLTAKDNPEIQFEWARIPHFYYNFYVYQYATGFAAASYLAERIVHGDAEDKTKYLDYLKAGSSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *!! !!!!!!*!! ! ! !!*!!!!!! !!!!!! !*!!!!!!!!!!!!!!!!!*!!!! !!! !! !!!!!!!!!!!



logo EVIAKKAGVDMTDNKTADYLDEAGAFKVFEDERLTVELEASLVEKGTAVHI LS
NTDB id 1147482 CKV85 RS03690 WP 095122137.1 EVIAKAGVDMTDKAYLEGAFKVFEERLTELESLVEKTAI.. 599
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!! !!!!!!! !!**!!!!!!*!! !!! !!!! ***
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X ≥ 50% conserved


