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NTDB id 1147475 CKV85 RS01830 WP 017769011.1 MENRKKLVELKNVSLTFNKGKSNEVKAINNISFDIYEGEVFGLVGESGSGKTTVGRAILKLYDINEGEIIFNGEKVS.HL 79
NTDB id 479 HSISS4 RS06980 WP 021143812.1 ..MPEKLVEVKDVEISFGEGSKK.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGHL 77
NTDB id 296 STER RS06910 WP 011681415.1 ..MPEKLVEVKNVEISFGEGRKK.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYL 77
NTDB id 328 STU RS16110 WP 002951426.1 ..MPEKLVEVKDVEISFGEGRKK.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYL 77
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NTDB id 1147475 CKV85 RS01830 WP 017769011.1 KGKAQHDFRKQAQMIFQDPQASLNGRMKIRDIVAEGLDIHKLVSSKAERDEKVQHLLDLVGLNKDHLTRYPHEFSGGQRQ 159
NTDB id 479 HSISS4 RS06980 WP 021143812.1 SHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLHNFHLYKDEEDRKAKIKKIIKEVGLLEEHLTRYPHEFSGGQRQ 157
NTDB id 296 STER RS06910 WP 011681415.1 SHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQ 157
NTDB id 328 STU RS16110 WP 002951426.1 SHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQ 157
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NTDB id 1147475 CKV85 RS01830 WP 017769011.1 RIGIARALAVEPKFIIADEPISALDVSIQAQVVNLMQKLQHEQGLTYLFIAHDLSMVKYISDRIGVMHWGKMLEIGTSED 239
NTDB id 479 HSISS4 RS06980 WP 021143812.1 RIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEE 237
NTDB id 296 STER RS06910 WP 011681415.1 RIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEE 237
NTDB id 328 STU RS16110 WP 002951426.1 RIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEE 237
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NTDB id 1147475 CKV85 RS01830 WP 017769011.1 VYNNPIHPYTKSLLSAIPEPDPEKERTRVHQMYDPSAEL.DGQERTMHEITPGHFVLATEAEAEQYRKEARN 310
NTDB id 479 HSISS4 RS06980 WP 021143812.1 LYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
NTDB id 296 STER RS06910 WP 011681415.1 LYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
NTDB id 328 STU RS16110 WP 002951426.1 LYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
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