
logo MKKYI LMLR I
TLRSLVLS I FLVVTTALVTYTIVIYTMVPKRSRL I FKRNQDPNYNKMI IATKTPADKSKSADNYENTVI FYERLMGYIDYMYTDSTKELQEEKAS

NTDB id 1147470 CKV85 RS01790 WP 095121690.1 MKKYILMRILRSLVSIFLVTTLVYTIVYTMVPKSLIFKNDPNYNKMITTPDKKSDYENTVFERMGYIDYMTSKELQEEAS 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
consensus !!!!!!*!*!!!!*!!!*!!*!*!!!*!!!!!**!!!**!!!!!!***!*!*!**!!!!**!!*!!!!!***!!!!!*!!

logo

K
S
E
L
Y
DKNSVTTEKPTKAENKNALVIYQKFYLVSDASSLSGGHRKGWQRLHQFEKEQSKAQFYATRNDI

V
S
P
I
V
F
LERVW

F
N
GFYSTNHL IFVE I

FDHNPTW
G
K
WVKDSKSTNPNLEKRYI

NTDB id 1147470 CKV85 RS01790 WP 095121690.1 KEYKNVTTEPTKANKNLYQKFLSASSGKWQLHQFEESKAFYATRNISIFERVWNFYSNLIVIDHPWKVKDSSNPNLERYI 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
consensus ***!*!!!*!!!*!!**!!!********!*!!!!**!!*!!!!!*****!!!**!!**!***!****!!!**!!!!*!!!

logo RFI ENDPSAAIGPWASLVVGSGTQKHKYL ILYFDNGSSQFPF IVHQNI
F
I
VKLMNLGVTSYPTYAGNEQPGVTLRDI

V ITQGQGKQTLQKQSNSEVVTNFPSTGSKTKRNVI SAS
NTDB id 1147470 CKV85 RS01790 WP 095121690.1 RFENDPSAGPALVGSGTQHKYLIYFDGSFPFIHQNIIKLNLGVSYPTYANQPVTRIITQGQGKTLQNEVTFPSGSTRNSA 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKK.VSS 239
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKK.ISS 239
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKK.ISS 239
consensus !*!!!!**!***!!!!!*!!!!*!!* *!!!*!!!**!*!!!*!!!!!!*!*!***!!!!!!*!*** !*!!*!** *!*
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NTDB id 1147470 CKV85 RS01790 WP 095121690.1 INIYSRTYLSPSKADSQAKRNFGKDDAYTATQNNYSEPSMLKNSFIIGVIGVFIAYALGLPIGMLMSRYKDGWFDRLSTG 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VDIYSRTYKSPSQADARDRSYY.GDDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTG 318
NTDB id 293 STER RS06925 WP 011681416.1 VDIYSRTYKSPSQADARDRSYY.GNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTG 318
NTDB id 325 STU RS16125 WP 002946410.1 VDIYSRTYKSPSQADARDRSYY.GNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTG 318
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NTDB id 1147470 CKV85 RS01790 WP 095121690.1 TMTFMLALPSVATIYIIRFLGGLVGLPDSFPILGAASPLSYVLPSLVLGILSVPGIVVWFRRYMVDQQASDYVRFARSKG 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ILTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
consensus **!!*!*!!**!**!!!!**!***!!!!!!!!!!!****!!!!!!**!!*!!*!!***!*!!!!*!*!**!*!!!!!*!!

logo LSEAQE I SQNKHLI FLKNAMVPS ILSVNSGIPSAS IAVMSGTVIVTGATLTE I
TI FAFYPGMGKML IDSVRAASNNSAMVVGLVF I FTVAVLTSVI FASLLLVG

NTDB id 1147470 CKV85 RS01790 WP 095121690.1 LSEAEISQKHLFKNAMVPISNGIPSSIAMTIVGATLTEIIFAFPGMGKMLIDSVRAANNSMVVGLVFIFTVVSVFALLLG 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LSEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVG 478
NTDB id 293 STER RS06925 WP 011681416.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
NTDB id 325 STU RS16125 WP 002946410.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
consensus !!!*!!!*!!* !!!!!****!!!*!!***!*!!!!!!*!!!*!!!!!!!!!!!!!*!!*!!!!!!!!!!****!*!!*!



logo DLI LMTMI FIDPR IRKLTSKGGK
NTDB id 1147470 CKV85 RS01790 WP 095121690.1 DLLMTIFDPRIRLTSKGGK 499
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DILMTMIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 DILMTIIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 DILMTIIDPRIKLTSKGGK 497
consensus !*!!!**!!!!*!!!!!!!
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