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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1147428 CKV84 RS05045 WP 027220941.1 KDKQN......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAAPLTGATPAS 505
NTDB id 1147428 CKV84 RS05045 WP 027220941.1 TKDFSQDIGIRWGVSRPTHL.SGTLEGANELARGTA.........PA...NVV.....PLERRLNLDLAAAPLTGATPAS 505
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
NTDB id 1147428 CKV84 RS05045 WP 027220941.1 VGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVT 581
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
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