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NTDB id 1147406 CKV79 RS09955 WP 231950098.1 ..........MLRLPSVCIVCYRYHREPYAVCKRCITLFTRLGPACHYCAFPLLDDQFLVCGRCSRTKPNFDQTLIAYRF 70
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 80
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 42
consensus ******* ** *** *** ** ***!!**!*!!!*!!*!!**!!!!*!*!**!*!!***!!!!!
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NTDB id 1147406 CKV79 RS09955 WP 231950098.1 EEPLRTLLHDYKYNGALFLRHFLVKLMLDALPRPEIQTQCLVPVPLHPKRLRERGFNQAAELCKLLAKHLNIPCELTLCR 150
NTDB id 1270 LPP RS11540 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 160
NTDB id 1247 GCO85 RS11680 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 122
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NTDB id 1147406 CKV79 RS09955 WP 231950098.1 KIHHTAPQAQLSGKERRRNLRHAFAVKPQQYKHITLVDDLLTTGSTVSELTKLFKKQGVHRVDVWCCARAT... 221
NTDB id 1270 LPP RS11540 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
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