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ML
MKRS ILG IKYQLR ITTL IPAVFLVALLFAFVFYNGLQFGNKDLKNQHMSRLGEASYIRQLLPAAQFYAML

MRNDRYKRTLQGL IDNASTINP
NTDB id 1147403 CKV79 RS09620 WP 408606905.1 .MKRLGIKYQLRITTLIPVFLVALLFAVFYNGQFNKDLNQHMSRLGESYIRQLLPAAQFAMMRNDRKTLQGLIDASTINP 79
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus **! *!!!!!!!!!!!!! !!!!!!!! !!!! ! !!! !!!!!!!! !!!!!!!!!!*!!*!!! *!!!!!! !!!!!!

logo E I
V
K
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LAFYNADQGQRL ILAYRGGKHAS IHKPFKNPPDQYTGDYI ESKQIKNPFYTINF ILAP ITIPKFNLYSSTSTEPFKEKLSPSTYLPKMAI FLQADD
NTDB id 1147403 CKV79 RS09620 WP 408606905.1 EIQAIAFYNAQGQLLAYRGGKHAIHKPFKPPQYTGDYIESKQIKPYTINFLAPITIPKFNLYSTSPFKKSPYLMALQADD 159
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !* !*!!!!! ! !*!!!!!!! !!!!! !! !!!!!!!!!!! !*!!!!*!!!!!!!!!!!!***!! * * !!!!

logo I LGWLS ILDIDTQSLML IKRYQML
YIVTI F ITLFLGLL IMGSLTIHFYFLSKRR IYLMP IASRLRRSMKQI LSNEFETEHINRVSSPGELGI

NTDB id 1147403 CKV79 RS09620 WP 408606905.1 ILGWLSLDIDTQSMLIKRYQMYIVTIFITLLGLLISLTIHFFLSRRIYLPISRLRRSMKQILSNEFETHINVSSPGELGI 239
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!*!!!!!!*!!!!!!! !!!!!!!! !!!* !!!!*!!!*!!!*!! !!!!!!!!!!!!!!!!*! !!!!!!!!!

logo

I
VEKGCASHLQKRQYLNI

TVRDLNHQHI E I
VATAEDLQQSLELLEEKNI ELSLEKKKCTEEKSRQKSEF IANMSHE IRNTPMNGVIGFT

NTDB id 1147403 CKV79 RS09620 WP 408606905.1 VEKGCSHLQKQYLNIVRDLNQHIEVATEDLQQSLELLEEKNIELSLEKKKCEEKSRQKSEFIANMSHEIRNPMNGVIGFT 319
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus *!!!! !!!*!!!! !!!!!*!!!*!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!

logo NVLLESKLDPSLQI
LDYVKTIKSSAQDLLSTI INDI LDFYSKI

MDAGKLHNLDC IPLVDIRAGC IDEVLASLAASPNAHKRKGI
LDL IPAITDE

NTDB id 1147403 CKV79 RS09620 WP 408606905.1 NVLLESKLDSLQIDYVKTIKSSAQDLLTIINDILDYSKMDAGKLHLDCIPVDIRACIDEVLALAAPNAHRKGLDLIPATE 399
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!!!!!*!!*!!!!!!!!!!!!!!*!!!!!!!*!!*!!!!!*!!!!!*!!!*!!!!!! !! !!!!*!!*!!!! !*

logo INVPKRKMVLGDP I
LR IKQI I STNLVNTNAI

VKFTDHGYVL IRTCKI EQESTDKDYTLCLFLAS IVATDTGIG I SPEDQPTKLFNTAFNQADTSTI
NTDB id 1147403 CKV79 RS09620 WP 408606905.1 INVPRKVLGDPIRIKQIITNLVNNAIKFTDHGYVLIRTCIEQESDKDYTLCLSVTDTGIGISPEDQPKLFNAFNQADTTI 479
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus !!!!* !!!!!*!!!!!!*!!! !!*!!!!!!!!!!!!*!!!!*!!!!!!* * !!!!!!!!!!!*!!! !!!!!!!*!

logo TRRYGGSGLGLVICKKLACEEQMHQGRI STFLTSE INKGSTFSAVR I
MKLVEKLAVAYE I

VEKENQSTHRFADHNLKI
V
I
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C
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NTDB id 1147403 CKV79 RS09620 WP 408606905.1 TRRYGGSGLGLVICKKLAEQMQGRITFTSEINKGSTFSVRMKLEKLAAYEVEKEQSHRFDNLKVLCFDDNPLYLEAMCNG 559
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!!!!!!!!!!!!!!!*! !*!!!* !!!!!!!!!!! !*!*!!! !!!*!! !*!!! *!!**!!!!!!!*!!!**!!



logo LGFWGI EAC IRVDTASFNKQLESKRAI FLNTEKHKSDCKS ILAF INVNEQGCEKRQAVAEQLVI
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NTDB id 1147403 CKV79 RS09620 WP 408606905.1 LGFWGIECIRVTAFNQLEKAFNEHSDCSLAFINVNEGCEKQVAQVLRKKPFPVF....WYPSGSFITLKP.......... 625
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus !!!!!!!*!!! !! ! * ! !! *!!!!!! !!!*! ! ** !** **!**** *! ! ! ***********

logo

QKLQDL I ES IANENQTEKNTNQELDTLREQLRFLHPE I L IAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFD
NTDB id 1147403 CKV79 RS09620 WP 408606905.1 ................................................................................ 625
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFD 720
consensus ********************************************************************************

logo

MI LLDLHMPKLNGLEAAKMIRQKSLMNKHSP IVL ITASSSDLSS IDMKKSGVDFCFQKP IDEKQLL IQI LR IVDKTKHAA
NTDB id 1147403 CKV79 RS09620 WP 408606905.1 ................................................................................ 625
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAA 800
consensus ********************************************************************************

logo

IDWQLCVQKVSGNQALAEEFLAKF I EELYKNREEF I ELMHQKNVKGLADLAHKLHGACCFCGVP I LQKRVAQLEKLARRT
NTDB id 1147403 CKV79 RS09620 WP 408606905.1 ................................................................................ 625
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARRT 880
consensus ********************************************************************************

logo

ANADNLAEAFTDL IQS IDAVI SEYENQYSQ
NTDB id 1147403 CKV79 RS09620 WP 408606905.1 .............................. 625
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ANADNLAEAFTDLIQSIDAVISEYENQYSQ 910
consensus ******************************
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